Database, computing capacities
and resources
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Elements of a general platform

Standards for security that permit many individuals to
access a source copy.

Data presentation standards: BAM, VCF, haplotypes,
phenotypes, environment

Message structures for global queries and results.
Payload of user properties, question, data permissions

International coordination for policy & requirements
(needs a body)

Special attention (recalculation) to Research Commons
Broad Use studies (or parts of studies)?
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