Demo 1: Free text search of ENCODE data

1. Go to https://www.encodeproject.org
2. Enter “skin” into the search box on the upper right hand
corner

ENCODE Datav  Methods~  AboutENCODE~  Help~

ENCODE: Encyclopedia of DNA Elements

The ENCODE (Encyclopedia of DNA Elements) Consortium is an international
collaboration of research groups funded by the National Human Genome Research
Institute (NHGRI). The goal of ENCODE is to build a comprehensive parts list of
functional elements in the human genome, including elements that act at the protein
and RNA levels, and regulatory elements that control cells and circumstances in which
agene s active.

Image credits: Darryl Leja (NHGRI), lan Dunham (EBI), Michael Pazin (NHGRI)

Long-range regulatory elements  Promoters Transcripts
(enhancers, repressors/
silencers, insulators)

Data News

To find and download ENCODE Consortium data: Registration now open: ENCODE User's Meeting will be held at at the Bolger
Center in Potomoc, MD from June 29 - July 1, 2015 [read more]

=_Click the Data toolbar above and browse data

3. All matches on the website will be shown
4. Select “Experiments”

ENCODE Data~ Methods~  AboutENCODE-  Help~ Signin

Data Type Showing 25 of 328 results View Al
Experiments 170
Biosamples 108
Publications 48 N . :
zone of skin (Homo sapiens, adult 83 year) Biosample
Web page 2 N
Type: tissue ENCBS114AAA
Source: BioChain released
DNA methylation profiling by array assay of zone of skin Experiment
(Homo sapiens, adult 83 year) ENCSRO00BWZ
Lab: Richard Myers, HAIB released

Project: ENCODE

skin of body (Homo sapiens, fetal 22 week) Biosample
Type: tissue ENCBSO069RNA
Source: BioChain released
skin fibroblast (Homo sapiens) Biosample
Type: primary cell ENCBS286AAA
Source: Paul Tesar revoked
skin of body (Homo sapiens, fetal 24 week) Biosample
Type: tissue ENCBS070RNA
Source: BioChain released
RRBS of zone of skin (Homo sapiens, adult 83 year) Experiment
Lab: Richard Myers, HAIB ENCSRO00DEF

Project: ENCODE released




5. View all ENCODE assays that contain a match to “skin”

ENCODE Datav  Methodsv  About ENCODE~  Help~ skin

D oo |

Genome assembly (visualization)

hg19 147

mm9 2
Organism

Homo sapiens 167

Mus musculus 2

Target of assay

histone 31

histone modification 29

transcription factor 13

control 9
Biosample type

primary cell 163

tissue 5

stam call 2

Assay
ChlIP-seq 53
RNA-seq 26
DNase-seq 25
RNA profiling by array assay 24
CAGE 9
+ See more...
Experiment status
released 169
revoked 1

Showing 25 of 170 experiments

RAMPAGE of skin of body (Homo sapiens, fetal)
Lab: Thomas Gingeras, CSHL
Project: ENCODE

RNA-seq of skin of body (Homo sapiens, fetal)
Lab: Thomas Gingeras, CSHL
Project: ENCODE

RNA-seq of melanocyte of skin (Homo sapiens, adult)
Lab: Thomas Gingeras, CSHL
Project: ENCODE

RNA-seq of skin of body (Homo sapiens, fetal)
Lab: Thomas Gingeras, CSHL
Project: ENCODE

DNA methylation profiling by array assay of zone of skin
(Homo sapiens, adult 83 year)

Lab: Richard Myers, HAIB

Project: ENCODE

CAGE of melanocyte of skin (Homo sapiens, child)
Lab: Piero Carninci, RIKEN
Project: ENCODE

CAGFE nf melanncvute nf ckin (Hnmon eaniene adult)

Experiment

ENCSR0O00AGU
released

Experiment

ENCSRO00AGA
released

Experiment

ENCSR0O00CUR
released

Experiment

ENCSRO00AFG
released

Experiment

ENCSR000BWZ
released

Experiment

ENCSR000CKY
released

Exneriment




Demo 2: Browsing and filtering of ENCODE data

1. Go to https://www.encodeproject.org
2. Under the “Data” menu bar, select “Assays”

Search ENCODE

“NCCDE | Datav  Methods~  About ENCODE~  Help~ Signiin
Assays
Biosamples
aivosies  yClopedia of DNA Elements
Annotations
Release policy
Hypersensitive CH.
Sites: d APy
“RNA

)
épowmerase
:

o

The ENCODE (Encyclopedia of DNA Elements) Consortium is an
international collaboration of research groups funded by the National
Human Genome Research Institute (NHGRI). The goal of ENCODE is
to build a comprehensive parts list of functional elements in the

human genome, including elements that act at the protein and RNA
levels, and regulatory elements that control cells and circumstances in
which a gene is active.

Long-range regulatory elements Promoters Transcripts Image credits: Darryl Leja (NHGRI), lan Dunham (EBI), Michael Pazin
(enhancers, repressors/
silencers, insulators) (NHGRI)
Data News

To find and download ENCODE Consortium data: Registration now open: ENCODE User's Meeting will be held at
at the Bolger Center in Potomoc, MD from June 29 - July 1, 2015

« Click the Data toolbar above and browse data [read more]

3. All publicly available assays are shown. The categories on
the left are metadata describing the assays. They can be
used to filter your results.

Data~  Meth

Assay Showinfl 25 of 4778 experiments m
ChiP-seq 2530
RNA-seq 729
DNase-seq 270

RNA Birfi-n-Seq Experiment

Targetfllio protein target control ENCSR118LLY
RNA profiiing by aray assay 180 Lab: Clifs Burge, MIT released
ProjecllENCODE

ShRNA knockdown followed by 245
NA-seq

+ See more.
Experiment status RNA Birflil-n-Seq Experiment
released 4764 Targetfihout library control ENGSRBB3DFK
revoked 14 Lab: Cgs Burge, MIT released

ProjecllIENCODE
Genome assembly (visualization)

ProjecllENCODE

hgt9 2828 ChiP-sell of neural tube (Mus musculus, embryonic 13.5 day) Experiment
mmo 558 Targetlliskoac ENCSROS7PLZ
mm10 164 Lab: Bl Ren, UCSD released
dma 108 ProjecllENCODE
Organism ChlIP-selll of heart (Mus musculus, embryonic 13.5 day) Experiment
Homo sapiens 3531 TargetflliaKoac ENCSR069XH
Mus musculus 1071 Lab: Bjfb Ren, UCSD released
Drosophila melanogaster 108 ProjeclIENCODE
Target of assay ChIP-selll of neural tube (Mus musculus, embryonic 13.5 day) Experiment
transcription factor il Targetiliakaemea ENCSR107SLP
histone 827 Lab: B Ren, UCSD released
histone modification 900 ProjecllENCODE
control 461
RNA binding protein g ChiP-sefll of heart (Mus musculus, embryonic 13.5 day) Experiment
+See more. TargetflliaK36mes ENCSR239TSZ
Lab: Bjib Ren, UCSD released
Biosample type ProjeclENCODE
immortalized cell line 2633
tissue 80 | ChiP-sefl of neural tube (Mus musculus, embryonic 13.5 day) Experiment
primary cell 789 Targetfliak27me3 ENCSR580MEU
stem cell 208 Lab: Bl Ren, UCSD released
in vitro differentiated cells 134 ProjecliENCODE
+See more.
ChiP-selll of heart (Mus musculus, embryonic 13.5 day) Experiment
Organ Targetlliak27mes ENCSR380BBL
brain 274 Lab: Bl Ren, UCSD released
skin of body 170 ProjeclENCODE
blood vessel 116
lung 102 ChIP-sell of neural tube (Mus musculus, embryonic 13.5 day) Experiment
fiver 101 ENCSR973AYQ
+See more. Lab: Bigp Ren, UCSD released



5. View all ENCODE assays that are filtered by selecting “skin of
body”. Note that the results are not straight text matches. For
example, “fibroblast of arm”, and “keratinocytes” are included
in the results list.

Methods ~ About ENCODE ~

ENCODE

Data~ Help~ Sign in

Assay
ChIP-seq 53
RNA-seq 26
DNase-seq 25
RNA profiling by array assay 24
CAGE 9
+ See more...
Experiment status
released 169
revoked 1
hg19 150
mm9 2
Organism
Homo sapiens 167
Mus musculus 2
Target of assay
histone 31
histone modification 29
transcription factor 13
control 9
Biosample type
primary cell 163
tissue 5
stem cell 2
Organ
brain 274
skin of body 170 ®
blood vessel 116
lung 102
liver 101
+ See more...
Life stage
unknown il
adult 60
child 13
postnatal 13

Lhowing 25 of 170 experiments

DNase-seq of fibroblast of arm (Homo sapiens, adult 53 year)
Lab: John Stamatoyannopoulos, UW
Project: ENCODE

RNA-seq of fibroblast of arm (Homo sapiens, adult 53 year)
Lab: Thomas Gingeras, CSHL
Project: ENCODE

RAMPAGE of fibroblast of arm (Homo sapiens, adult 53 year)
Lab: Thomas Gingeras, CSHL
Project: ENCODE

RNA-seq of fibroblast of arm (Homo sapiens, adult 53 year)
Lab: Thomas Gingeras, CSHL
Project: ENCODE

RNA-seq of melanocyte of skin (Homo sapiens, adult)
Lab: Thomas Gingeras, CSHL
Project: ENCODE

RNA-seq of melanocyte of skin (Homo sapiens, child)
Lab: Thomas Gingeras, CSHL
Project: ENCODE

RNA-seq of hair follicle dermal papilla cell (Homo sapiens, adult)
Lab: Thomas Gingeras, CSHL
Project: ENCODE

RNA-seq of fibroblast of dermis (Homo sapiens, adult)
Lab: Thomas Gingeras, CSHL
Project: ENCODE

RNA profiling by array assay of keratinocyte (Homo sapiens)
Lab: Thomas Gingeras, CSHL
Project: ENCODE

RNA profiling by array assay of keratinocyte (Homo sapiens)
Lab: Thomas Gingeras, CSHL
Project: ENCODE

Experiment

ENCSR217TAW
released

Experiment

ENCSR489KNQ
released

Experiment

ENCSR949PHV
released

Experiment

ENCSR797BPP
released

Experiment

ENCSR000CVM
released

Experiment

ENCSR000CVK
released

Experiment

ENCSR000CVC
released

Experiment

ENCSR000CUY
released

Experiment

ENCSRO00AWV
released

Experiment

ENCSRO000AWU
released




Demo: Combine search & filter of ENCODE data

1. Go to https://www.encodeproject.org
2. Enter “skin” into the search box on the upper right hand
corner

ENCODE Datav  Methods~  AboutENCODE~  Help~

ENCODE: Encyclopedia of DNA Elements

The ENCODE (Encyclopedia of DNA Elements) Consortium is an international
collaboration of research groups funded by the National Human Genome Research
Institute (NHGRI). The goal of ENCODE is to build a comprehensive parts list of
functional elements in the human genome, including elements that act at the protein
and RNA levels, and regulatory elements that control cells and circumstances in which
agene s active.

Image credits: Darryl Leja (NHGRI), lan Dunham (EBI), Michael Pazin (NHGRI)

Long-range regulatory elements  Promoters Transcripts
(enhancers, repressors/
silencers, insulators)

Data News

To find and download ENCODE Consortium data: Registration now open: ENCODE User's Meeting will be held at at the Bolger
Center in Potomoc, MD from June 29 - July 1, 2015 [read more]

=_Click the Data toolbar above and browse data

3. All matches on the website will be shown
4. Select “Experiments”

ENCODE Data~ Methods~  AboutENCODE-  Help~ Signin

Data Type Showing 25 of 328 results View Al
Experiments 170
Biosamples 108
Publications 48 N . :
zone of skin (Homo sapiens, adult 83 year) Biosample
Web page 2 N
Type: tissue ENCBS114AAA
Source: BioChain released
DNA methylation profiling by array assay of zone of skin Experiment
(Homo sapiens, adult 83 year) ENCSRO00BWZ
Lab: Richard Myers, HAIB released

Project: ENCODE

skin of body (Homo sapiens, fetal 22 week) Biosample
Type: tissue ENCBSO069RNA
Source: BioChain released
skin fibroblast (Homo sapiens) Biosample
Type: primary cell ENCBS286AAA
Source: Paul Tesar revoked
skin of body (Homo sapiens, fetal 24 week) Biosample
Type: tissue ENCBS070RNA
Source: BioChain released
RRBS of zone of skin (Homo sapiens, adult 83 year) Experiment
Lab: Richard Myers, HAIB ENCSRO00DEF

Project: ENCODE released




Demo 3: Combine search & filter of ENCODE data

1. Go to https://www.encodeproject.org
2. Enter “skin” into the search box on the upper right hand
corner

ENCODE Datav  Methods~  AboutENCODE~  Help~

ENCODE: Encyclopedia of DNA Elements

The ENCODE (Encyclopedia of DNA Elements) Consortium is an international
collaboration of research groups funded by the National Human Genome Research
Institute (NHGRI). The goal of ENCODE is to build a comprehensive parts list of
functional elements in the human genome, including elements that act at the protein
and RNA levels, and regulatory elements that control cells and circumstances in which
agene s active.

Image credits: Darryl Leja (NHGRI), lan Dunham (EBI), Michael Pazin (NHGRI)

Long-range regulatory elements  Promoters Transcripts
(enhancers, repressors/
silencers, insulators)

Data News

To find and download ENCODE Consortium data: Registration now open: ENCODE User's Meeting will be held at at the Bolger
Center in Potomoc, MD from June 29 - July 1, 2015 [read more]

=_Click the Data toolbar above and browse data

3. All matches on the website will be shown
4. Select “Experiments”

ENCODE Data~ Methods~  AboutENCODE-  Help~ Signin

Data Type Showing 25 of 328 results View Al
Experiments 170
Biosamples 108
Publications 48 N . :
zone of skin (Homo sapiens, adult 83 year) Biosample
Web page 2 N
Type: tissue ENCBS114AAA
Source: BioChain released
DNA methylation profiling by array assay of zone of skin Experiment
(Homo sapiens, adult 83 year) ENCSRO00BWZ
Lab: Richard Myers, HAIB released

Project: ENCODE

skin of body (Homo sapiens, fetal 22 week) Biosample
Type: tissue ENCBSO0B9RNA
Source: BioChain released
skin fibroblast (Homo sapiens) Biosample
Type: primary cell ENCBS286AAA
Source: Paul Tesar revoked
skin of body (Homo sapiens, fetal 24 week) Biosample
Type: tissue ENCBSO70RNA
Source: BioChain released
RRBS of zone of skin (Homo sapiens, adult 83 year) Experiment
Lab: Richard Myers, HAIB ENCSRO00DEF
Project: ENCODE released




5. View all ENCODE assays that contain a match to “skin”

ENCODE Datav  Metho Help~ Signin
Assay Showing 25 of 170 experiments Visualize
ChIP-seq 53
RNA-seq 26
DNase-se 25 - . .
> RAMPAGE of skin of body (Homo sapiens, fetal) Experiment
RNA profiling by array assay 24 . .
Lab: Thomas Gingeras, CSHL ENCSR000AGU
CAGE 9 Project: ENCODE released
+ See more...
) RNA-seq of skin of body (Homo sapiens, fetal) Experiment
Experiment status . .
Lab: Thomas Gingeras, CSHL ENCSRO00AGA
Eolessed 169 Project: ENCODE released
revoked 1
L ficnalizati RNA-seq of melanocyte of skin (Homo sapiens, adult) Experiment
L "
hg19 147 Lab Thomas Gingeras, CSHL ENCSR000CUR
Project: ENCODE released
mm9 2
Organism RNA-seq of skin of body (Homo sapiens, fetal) Experiment
Homo sapiens 167 Lab: Thomas Gingeras, CSHL ENCSRO00AFG
ject: leased
Mus musculus 2 Project: ENCODE release
Target of assay DNA methylation profiling by array assay of zone of skin Experiment
histone 31 (Homo sapiens, adult 83 year) ENCSR000BWZ
histone modification 29 Lab: Richard Myers, HAIB released
transcription factor 13 Project: ENCODE
control 9
CAGE of melanocyte of skin (Homo sapiens, child) Experiment
Biosample type Lab: Piero Carninci, RIKEN ENCSRO000CKY
primary cell 163 Project: ENCODE released
tissue 5
stam call 2 CAGE nf malanncuta nf ckin (Haman eaniane aduli) Exnerimant

6. If looking for RNA-seq data from adult samples, select “RNA-
seq” under Assay and “adult” under Life Stage.

ENCODE Data~ Methods~  About ENCODE~  Help~ Sign in
Assay Showing 10 of 10 experiments
ChIP-seq 20
RNA-seq 1060
DNase-set 9 N . :
_q RNA-seq of melanocyte of skin (Homo sapiens, adult) Experiment
RNA profiling by array assay 6 "
Lab: Thomas Gingeras, CSHL ENCSRO00CUR
DNA methylation profiling by array assay 5 Project: ENCODE released
+ See more...
RNA-seq of melanocyte of skin (Homo sapiens, adult] Experiment
Experiment status . a ) vt ( P ’ ) P
Lab: Thomas Gingeras, CSHL ENCSRO000CVM
released 10 Project: ENCODE released
hg19 : 6 RNA-seq of hair follicle dermal papilla cell (Homo sapiens, Experiment
adult) ENCSR000CUB
Organism Lab: Thomas Gingeras, CSHL released
Homo sapiens 10 Project: ENCODE
Biosample type RNA-seq of fibroblast of arm (Homo sapiens, adult 53 year) Experiment
primary cell 10 Lab: Thomas Gingeras, CSHL ENCSR489KNQ
Project: ENCODE released
Organ
kin of bod! 10 . ) )
skino _° > RNA-seq of fibroblast of arm (Homo sapiens, adult 53 year) Experiment
lymphatic vessel Lab: Thomas Gingeras, CSHL ENCSR797BPP
N Project: ENCODE released
Life stage
unknown 1 N R . .
adult 100 RNA-seq of fibroblast of dermis (Homo sapiens, adult) Experiment
" Lab: Thomas Gingeras, CSHL ENCSRO000CUY
child g Project: ENCODE released
fetal 2




Demo 4: Visualize data

Details of how to configure tracks will be presented during the UCSC Genome Browser
workshop. This demo just shows what to expect as you are connected to the browser.

1. Get the list of assays illustrated in Demo 3.
2. Select “Visualize” button on the upper right corner. This
will automatically create a trackhub to visualize the results

ENCODE Data~ Methods ~ About ENCODE ~ Help~ Sign in

Assay Showing 10 of 10 experiments Visualize > | Download |
ChIP-seq 20
RNA-seq 1060
DNase-set 9 N . .
RNA ﬂ‘_q b 5 RNA-seq of melanocyte of skin (Homo sapiens, adult) Experiment
proviing . Y arra)( ?Ssay Lab: Thomas Gingeras, CSHL ENCSRO00CUR
DNA methylation profiling by array assay 5 Project: ENCODE released
+ See more...
. RNA-seq of melanocyte of skin (Homo sapiens, adult) Experiment
Ex;:erln:jent status o Lab: Thomas Gingeras, CSHL ENCSRO00CVM
release Project: ENCODE released
hg19 . 6 RNA-seq of hair follicle dermal papilla cell (Homo sapiens, Experiment
adult) ENCSR000CUB
Organism Lab: Thomas Gingeras, CSHL released
Homo sapiens 10 Project: ENCODE
Biosample type RNA-seq of fibroblast of arm (Homo sapiens, adult 53 year) Experiment
primary cell 10 Lab: Thomas Gingeras, CSHL ENCSR489KNQ
Project: ENCODE released
Organ
skin of body 10 - . N
. RNA-seq of fibroblast of arm (Homo sapiens, adult 53 year) Experiment
lymphatic vessel Lab: Thomas Gingeras, CSHL ENCSR797BPP
N Project: ENCODE released
Life stage
unknown 11 N N . R
adult 100 RNA-seq of fibroblast of dermis (Homo sapiens, adult) Experiment
" Lab: Thomas Gingeras, CSHL ENCSRO000CUY
child 4 Project: ENCODE released
fetal 2

3. Anintermediate page listing the reference genome is
shown. Trackhubs can be made with different reference

(g ) Genomes Genome Browser Tools Mirrors Downloads My Data Help About Us

I Hub Connect Successful

You will be automatically redirected to the gateway page for this hub's default database (hg19) in 3 seconds.
This hub is provided courtesy of encode-help@lists.stanford.edu.. Please contact them with any questions.
Hub: ENCODE Data Coordination Center Data Hub

Hub Genomes: hg19

4. The trackhub will be connected. Enter a gene name or
enter submit. Details of how to configure tracks will be
presented during the UCSC Genome Browser workshop.

Genomes Genome Browser Tools Mirrors Downloads My Data Help About Us

Human (Homo sapiens) Genome Browser Gateway

The UCSC Genome Browser was created by the Genome Bioinformatics Group of UC Santa Cruz.
Software Copyright (c) The Regents of the University of California. All rights reserved.

group genome assembly position search term

Mammal & Human EJ  Feb. 2000 GRCh37/hg19) [ chr21:33,031,597-33,041,570 | enter position, gene symbol or search terms submit

Click here to reset the browser user interface settings to their defaults. More on-site workshops available!

track search add custom tracks track hubs configure tracks and display




5. Thetrack hub is listed as “Hub (search)”

UCSC Genome Browser on Human Feb. 2009 (GRCh37/hg19) Assembly

move <<< << < >  >> >>> zoOmin 15x 3x 10x base zoOomout 1.5x 3x  10x 100x

chr21:33031597-33041570 9,974 bp. [ enter position, gene symbol or search terms ] go More on-site workshops available!

lcnrex ca22.11)

Scale 2 Kkof | he1g
chrat: I 33,033, 000| 33, 034, 000| 33, 035, 000| 33,036, 000| 33,037, 000| 33, 038, 008| 33,039, 000| 33,040, 000| 33, 041, 900|
RNA-Seq of fibroblast of dermis — ENCSROGGCUH
ENCFFo9oHWK [EEEEEEESSR)

ENCFF000HNT 8
ENCFF888HIA
ENCFF 880HIE
ENCFF888HIG
ENCFF888HIH

1
RNA-Seq of fibroblast of dermis - ENCSRe86CUY
ENCFF 080KBE
ENCFF 000KAN
ENCFF 00KAX 1
ENCFF 888KBA ]
ENCFF 000KEC 1

RNA-seq of hair follicle dermal papilla cell - ENCSRG66CUE
ENCFFo06CEC R

ENCFF 6000EL TEISSISSSSESISS) > S 300000 s e s s s s0 s st 0000000 20000 > > > T
ENCFF 890GAU I .,
ENCFF 606GAY h 1 | ] [
EncFFooacAz I LU IR N
N ENCFF880GBA o 1 | } L2
RNA-seq of melanocyte of sSkin - ENCSR806CUR
ENcFFocoIHF| T EIEEEN EETETTRIIEITII TR T T T R T T S e SO SR e A T ——
ENCFF898IHO x >
ENCFF0001GY e S W
ENCFF 60616 L ] 1 T
ENCFF896IHE ] 5 Emw
| ENCFF806IHD = ] ] I C
RNA-seq of melanocyte of skin - ENCSRe96CYM
ENCFFoookoN 3 H =1 | | -]
ENCFFaookoe | 1 1
encrroookor 1 W 1
ENCFF 896KOT 1
ENCFF 889KOU n 1 1
move start Click on a feature for details. Click or drag in the base position track to zoom in. Click side bars for track move end
< 20 > options. Drag side bars or labels up or down to reorder tracks. Drag tracks left or right to new position. < 20 >
track search | default tracks | default order | hide all || add custom tracks || track hubs || configure | reverse | resize | refresh
collapse all Use drop-down controls below and press refresh to alter tracks displayed. expand all
B Tracks with lots of items will automatically be displayed in more compact modes. a
Hub (search)
RNA-seq of RNA-seq of RNA-seq of hair RNA-seq of hair RNA-seq of RNA-seq of
fibroblast of fibroblast of follicle dermal papilla follicle dermal papilla melanocyte of melanocyte of
dermit dermis - cell - cell - skin - skin -
ENCSR000CUH ENCSR000CUY ENCSR000CUB ENCSR000CVC ENCSR0O00CUR ENCSR000CVM
full H full H full H hide = full H full ]
ENCFF GBIy T T T T L1l

T
RNA-seq of melanocute of skin - ENCSR@8OCVM
ENCFFa0oKON | | | |
ENCFF206KDQ |
ENCFF 900KDR 1
(CFFo88KDT |
(CFF 602KDU | 1

UCSC Genes (RefSed, GenBank, CCDS, Rfam, tRNAS & COMParative Genomics)

+ RNA-seq of melanocyte of skin - I ¥
l; ENCSRO000CVM - ENCFFOOOKDT plus strand -l
+ signal rep 1 H
+ drag to reorder -1
RefSeq Genes
RefSeq Genes
J M| J Ll Fublications: Sequences in Scientific Articles
ses ! [N (B I I |
Human mENAS From GenBank
Hunan nRNAS
Human ESTS That Have Been Spliced
Spliced ESTs
108 _ H3K27AC Mark (Often Found Near ACtive Regulatory Elements) on 7 cell lines from ENCODE
Layered H3K27AC “‘

7. Click on left hand grouping to configure tracks and view
more metadata, including file download links and links back
to the ENCODE Portal.

ERCFFOO0TCT T T T T T 1l
RNA-seq of melanocute of skin — ENCSRE8CVM
ENCFFa80KDN | | | |
ENCFF 000KDQ |
ENCFF 900KDR 1
ENCFF200KDT |
| ENCFF 800KDU | 1
UCSC Genes (RefSeq, GenBank, CCDS, Rfam, tRNAS & Comparative Genomics)

+ RNA-seq of melanocyte of skin -

& ENCSRO00CVM - ENCFFO00KDT plus strand
+ signal rep 1

+ drag to reorder

HIF1R 8
HIF1A-AS2

«
‘
+

Refseq Genes
RefSeq Genes

SNPS| | [Nl [ I i |
Human mENAS From GenBank

Publications: Sequences in Scientific Articles

Human mRNAS

Human ESTS That Have Been Spliced
Spliced ESTs I t —t . T

o _ H3K27AC Mark (Often Found Near Active Regulatory Elements) on 7 cell lines from ENCODE

Layered H3Ka7AC u‘




8. ENCODE metadata for the track hub

RNA-seq of melanocyte of skin - ENCSR000CVM Track Settings
RNA-seq of melanocyte of skin - ENCSR000CVM

Maximum display mode: (Full %) submit cancel Reset to defaults
Select views (help):
Peaks (dense % Signals (dense

Peaks Configuration
Show only items with score at or above: |o (range: 0 to 1000)

Signals Configuration
Type of graph:(bar__ %) Graph configuration help
Track height:zz | pixels (range: 8 to 100)
Data view scaling:(auto-scale to dataview ______ +) Always include zero:
Vertical viewing range: min: [o max: [1zz_____| (range: 0 to 127)
Transform function: Transform data points by:

i ing function: hiskers % Smoothing window:

Negate values:

Draw y indicator lines:aty = 0.0:(oFF ) aty =]

List subtrack only
Views!! Track Name!2

m ldense | Peaks RNA-seq of melanocyte of skin - ENCSRO00CVM - ENCFFO0OKDN bedRnaElements contigs pooled

m [dense |/ Signals RNA-seq of melanocyte of skin - ENCSRO00CVM - ENCFFO0OKDQ minus strand signal rep 1

m [dense |/ Signals RNA-seq of melanocyte of skin - ENCSRO00CVM - ENCFFOOOKDR minus strand signal rep 2

m |dense |/ Signals RNA-seq of melanocyte of skin - ENCSRO00CVM - ENCFFOOOKDT plus strand signal rep 1

m |dense |/ Signals RNA-seq of melanocyte of skin - ENCSRO00CVM - ENCFFO00KDU plus strand signal rep 2

RNA-seq on skin melanocytes primary whole cells (NHEM-M2) from rRNA-depleted Total RNA less than 200 nucleotides in size
that was pre-treated with TAP prior to cloning.

This trackhub was automatically generated from the files and metadata for the experiment - ENCSR000CVM

Accession File type Output type  Biological repli D load link
ENCFFOOOKDN bigBed bedRnaElements contigs pooled Click here
ENCFF000KDQ bigWig minus strand signal 1 Click here
ENCFFO00KDR bigWig minus strand signal 2 Click here
ENCFFO00KDT bigWig plus strand signal 1 Click here
ENCFFO00KDU bigWig plus strand signal 2 Click here

ENCODE data use policy



Demo 5: Batch download data

1. Get the list of assays illustrated in Demo 3.
2. Select “Download” button on the upper right corner.

ENCODE Data~ Methods ~ About ENCODE ~ Help~ Sign in
Assay Showing 10 of 10 experiments
ChiP-seq 20
RNA-seq 100
DNase-sex 9 . . N
,‘,‘ RNA-seq of melanocyte of skin (Homo sapiens, adult) Experiment
RNA profiling by array assay 6 . .
Lab: Thomas Gingeras, CSHL ENCSRO00CUR
DNA methylation profiling by array assay 5 Project: ENCODE released
+ See more...
. RNA-seq of melanocyte of skin (Homo sapiens, adult) Experiment
Experiment status . .
Lab: Thomas Gingeras, CSHL ENCSRO00CVM
[oisased i Project: ENCODE released
hg19 6 RNA-seq of hair follicle dermal papilla cell (Homo sapiens, Experiment
adult) ENCSR000CUB
Organism Lab: Thomas Gingeras, CSHL released
Homo sapiens 10 Project: ENCODE
Biosample type RNA-seq of fibroblast of arm (Homo sapiens, adult 53 year) Experiment
primary cell 10 Lab: Thomas Gingeras, CSHL ENCSR489KNQ
Project: ENCODE released
Organ
skin of 10 - - N
! body RNA-seq of fibroblast of arm (Homo sapiens, adult 53 year) Experiment
lymphatic vessel 2 Lab: Thomas Gingeras, CSHL ENGSR7B7BPP
. Project: ENCODE released
Life stage
unknown 11 N N . .
RNA-seq of fibroblast of dermis (Homo sapiens, adult) Experiment
" Lab: Thomas Gingeras, CSHL ENCSRO000CUY
child & Project: ENCODE released
fetal 2
Aara PO PRSI c o =

3. Instructions on the command to batch download files is
displayed. Click on ‘Download’ again. This will download a
file called ‘files.txt’

Using batch download

Click the "Download" button below to download a *fles.txt" file that contains a list of URLS to a file containing all the experimental
metadata and links to download the file. The first line of the file will always be the URL to download the metadata file.
Further description of the contents of the metadata file are described in the Batch Download help doc.

The *files.txt" ile can be copied to any server.
‘The following command using cURL can be used to download all the files in the list:

xargs -n 1 curl -0 -L < files.txt




4. Open files.txt. This includes a list of links to all the files for
those experiments. The first link contains the metadata.
You can select the subset of files by using the ‘available
data’ facet.

https

https

https

https

https

hid

https:
https:

https:
https:
https:

https:
https:
https:

https:
https:
https:

https:
https:
https:

https:
https:

//www.,
//www.
o/ /W
//www.
//www.,
//www.
/7w
//www .
//www.,
//www.
o/ /W
//www .
//www.,
//www.
2/ /W
//www .
//www.,
//www.
t//ww .
//www .
//www.,

encodeproject.
encodeproject.
encodeproject.
encodeproject.
encodeproject.
encodeproject.
encodeproject.
encodeproject.
encodeproject.
encodeproject.
encodeproject.
encodeproject.
encodeproject.
encodeproject.
encodeproject.
encodeproject.
encodeproject.
encodeproject.
encodeproject.
encodeproject.
encodeproject.

org/metadata/searchTerm=skin&type=experiment&assay_term_name=RNA-seq&replicates.library.biosample.life_stage=adult/metadata.tsv

org/files/ENCFFRQOIGV/@@download/ENCFFOOOIGV.
org/files/ENCFFOQOIGW/@@download/ENCFFOOOIGW.
org/files/ENCFFOQOIGY/@@download/ENCFFOOOIGY .
org/files/ENCFFO@OIHA/@@download/ENCFFOOOIHA.
org/files/ENCFF@@OIHB/@@download/ENCFFOOOIHB.
org/files/ENCFF@@OIHC/@@download/ENCFFOOOIHC.
.bigWig
org/files/ENCFFO@OIHF/@@download/ENCFFO@OIHF .
org/files/ENCFFQ@OIHG/@@download/ENCFFOOOIHG.
org/files/ENCFFO@OIHI/@@download/ENCFFO@OIHI.
org/files/ENCFFOQOIHK/@@download/ENCFFO@OIHK .
org/files/ENCFF@@OIHM/@@download/ENCFFO@OIHM.
org/files/ENCFF@@OIHO/@@download/ENCFFOOOIHO.
org/files/ENCFFO@OIHR/@@download/ENCFFO@OIHR.
org/files/ENCFFOQOIHT/@@download/ENCFFO@OIHT.
org/files/ENCFF@@OIHV/@@download/ENCFFOOOIHV.
org/files/ENCFFQQOIHY/@@download/ENCFFOOOIHY.
org/files/ENCFFO@OIHZ/@@download/ENCFFO@OIHZ.
org/files/ENCFF536CFG/@@download/ENCFF536CFG.
org/files/ENCFF594YIZ/@@download/ENCFF594YIZ.
£:1

org/files/ENCFFO@@IHD/@@download/ENCFFO@@IHD

CACCCI2QTCT /0@dawal and JCNCECI20TCT

bigWig
bigWig
bam

bam
bigWig
fastq.gz

bigBed
gtf.gz
gtf.gz
gtf.gz
gtf.gz
bigBed
gtf.gz
gtf.gz
fastq.gz
fastq.gz
fastq.gz
bigWig
tsv

5. Transfer this file to your server and use
xargs —n 1 curl —O —L < files.txt
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Exercises using the ENCODE Portal

Exercise 1: ChIP-seq assays
 How many ChlIP-seq assays are available against H3K27me3 in mouse
* How many unique antibodies are used?
* Of the antibodies used, which one(s) have been fully characterized to
current ENCODE standards?

Exercise 2: Controls
* What is the accession for control experiment for ENCSR778SIU?
* How many assays use this control?

Exercise 3: Recently released data
* What was the total number of assays released in June 20157

 How many of each kind?

Exercise 4: Files

* What are the accession(s) and md5sum(s) to the fastq files for biological

replicate 1 in assay ENCSROOOQAFI?

* What are the accessions of the alignment (bam) files made from the
fastqg’s ?

* Which software tool and version was used to generate them?

Exercise 5: Protein factors
* Which assays have been performed against IGF2BP1?
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REST API exercises using the ENCODE Portal

Pre-requisites: download or install these tools to help you get started
* A JSON pretty-printer plugin for your web browser, such as JSONView (for

Chrome or Firefox) or JSON Formatter (for Safari)
* A few python modules
* pip install requests
e pipinstall json
e pip install jsonschema

Help document: https://www.encodeproject.org/help/rest-api/
Sample script: https://github.com/ENCODE-DCC/submission_sample_scripts/blob/master/get.py

Try the exercises listed on the previous page. They can be performed
programmatically as well.
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