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NHGRI’s Division of Genomic
Medicine

NHGRI defines genomic medicine as "an emerging
medical discipline that involves using genomic information
about an individual as part of their clinical care (e.q., for
diagnostic or therapeutic decision-making) and the health
outcomes and policy implications of that clinical use."

DGM plans, directs and facilitates multi-disciplinary
research to identify genetic contributions to human health
and to advance approaches for the use of genomic data to
improve diagnosis, treatment, and prevention of disease.




NHGRI’s Genomic Medicine Research Program
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Spectrum of Genomic Medicine Implementation:
Intensity vs. Breadth
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Timeline of NHGRI Genomic
Medicine Programs
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CSER, eMERGE, and IGNITE
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Commonalities and Complementarity of
CSER and eMERGE

CSER (FY2017-2020) eMERGE (FY2015-2018)
» ~4,600 pts, 6 sites » 25K pts, 9 sites
» Community clinical scenarios * Electronic phenotyping
clinical encounter * EMR - Focus: system-wide
integration
=d ethnic and * Health outcomes of rare
> (NNIc anc e« Clinical - . .
onomic dw»r ity bl variants in ~100 clinically
impact of relevant genes
Inical utility of genomic . Data ) SySteI:n-WIde. Iisigizleh of .
sing ——re reporting actionable variants
J sharing :
" concerns » Improved e-phenotyping
Real-world barriers t A U amhaaidy . .
Radriord Selnlars o - Novel variant discovery

Integrating genomic data for )
* Electronic CDS

IT]

vidence generation for ROR

® 9o

\1.‘

nealthcare utilization



Commonalities and Complementarity of
eMERGE and IGNITE
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