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•  The	  laboratory	  mouse	  has	  been	  considered	  the	  premiere	  experimental	  model	  of	  human	  biology	  and	  
disease	  since	  1902	  when	  it	  was	  first	  used	  to	  demonstrate	  how	  gene=c	  traits	  could	  be	  transferred	  from	  
parents	  to	  offspring	  via	  classical	  or	  “Mendelian”	  inheritance	  in	  mammals.	  

•  In	  just	  over	  a	  century,	  an	  impressive	  array	  of	  gene=c	  tools,	  reagents	  and	  processes	  has	  been	  developed	  in	  
the	  mouse,	  including:	  

–  Homozygous	  inbred	  strains	  

–  Recombinant	  inbred	  and	  consomic	  strains	  
–  Transgenic	  and	  knockout	  methods	  
–  Monoclonal	  an=bodies	  
–  iPS	  cells	  

•  Evidence	  that	  mice	  have	  played	  a	  key	  role	  in	  biomedical	  research	  is	  provided	  by	  the	  fact	  that	  at	  least	  18	  
Nobel	  prizes	  have	  been	  awarded	  for	  work	  done	  using	  the	  mouse.	  Most	  recently,	  the	  2007	  Nobel	  Prize	  was	  
awarded	  to	  Mario	  Capecchi,	  Mar=n	  Evans,	  and	  Oliver	  Smithies	  for	  their	  discovery	  of	  the	  "principles	  for	  
introducing	  specific	  gene	  modifica=ons	  in	  mice	  by	  the	  use	  of	  embryonic	  stem	  (ES)	  cells.”	  
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CSD	   Regeneron	   EuCOMM	   NorCOMM	   TIGM	   Total	  

Goal	  (ES)	   5,000	   3,500	   8,000	   500	   17,000	  

Vectors	   4991	   3116	   4271	   596	  

Targeted	  ES	   3064	   2038	   2883	   236	   8,221	  

Mice	   189	   160	   351	   12	   700	  
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Goal: Phenotype 2,500 mice in Phase 1 and 6,000 in Phase 2 



NIH Roadmap 
Human Microbiome 

Project 



NIH	  Human	  Microbiome	  Project	  	  
	  	  	  Goal:	  	  	  

1.   Catalog	  the	  microbes	  that	  inhabit	  the	  human	  body	  
2.   Examine	  whether	  changes	  in	  the	  microbiome	  can	  be	  related	  to	  

health	  and	  disease	  
3.   Generate	  a	  community	  resource	  to	  support	  and	  enable	  

metagenomics-‐based	  projects	  that	  invesIgate	  the	  role	  of	  microbial	  
communiIes	  in	  human	  health.	  

•  Timeline:	  five-‐year	  project	  	  
•  Budget:	  $157	  million	  
•  Data	  Release:	  All	  data	  and	  resources	  will	  be	  released	  immediately	  

(community	  resource	  project).	  

URLs: http://nihroadmap.nih.gov/hmp/ 
http://hmp.nih.gov  

http://www.hmpdacc.org 





Contact PI Application Title 

Blaser, Martin Evaluation of the cutaneous microbiome in 
psoriasis 

Storch, 
Gregory 

The human virome in children and its relationship 
to febrile illness 

Fraser-Liggett, 
Claire 

The thrifty microbiome: The role of the gut 
microbiota in obesity in the Amish 

Li, Huiying Metagenomic study of the human skin 
microbiome associated with acne 

Wu, Gary Diet, genetic factors, and the gut microbiome in 
Crohn's disease 

Fortenberry, 
Dennis Urethral microbiome of adolescent males 

Tarr, Phillip The neonatal microbiome and necrotizing 
enterocolitis 

Pei, Zhiheng Foregut microbiome in development of 
esophageal adenocarcinoma 



Contact PI Application Title 

Ravel, Jacques The microbial ecology of bacterial vaginosis: 
A fine scale resolution metagenomic analysis 

Li, Ellen Effect of Crohn's disease risk alleles on 
enteric microbiota 

Young, 
Vincent 

The role of the gut microbiota in ulcerative 
colitis 

Versalovic, James The Human Microbiome in Pediatric 
Abdominal Pain & Intestinal Inflammation 

Segre, Julia Skin Microbiome in Disease States: Atopic 
Dermatitis and Immunodeficiency 

Buck, Gregory The Vaginal Microbiome: Disease, Genetics 
and the Environment 

Fraser-Liggett, 
Claire 

Metagenomic Analysis of the Structure and 
Function of the Human Gut Microbiota in 
Crohn’s Disease 




