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of nine multi-disciplinary projects 3 | R21grants
. . hase 2 Children’s Mercy — Garrett
(SIX awarded in 2011 and three Mayo Clinic Presenting diagnostic results from large-scale clinical mutation testing HudsonAlpha — Myers Cniumbia—hppzlhaum
added in 2013; three are co-funded Columbia University (Appelbaum) Challenges of informed consent in return of data from genomic research Kaiser — GoddardMiilfond Johns Hopkins — Lewis
by NCI) nine Etthal Legal and Columbia University (Chung) Impact of return of incidental genetic test results to research participants in the genomic UMich — Chinnaiyan Vanderbilt — Clayton
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Social Imphcatlons (ELSI)-SpeleIC § S Children's Hospital Boston Returning research results in children: Parental Preferences and Expert Oversight
° ° ° w
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(One 1S NCI'COfunded), and a = é Johns Hopkins University Return of research results from samples obtained for newborn screening
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NHGRI's Intramural Chnseq Seattle Children’s Hospital Innovative Approaches to Returning Results in Exome and Genome Sequencing Studies
program also participate. Aims of
the research include: generating Vanderbilt University Returning research results of pediatric genomic research to participants Actionable  Electronic Informed Phenotype
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