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Methods 
Study Selection 
We sought papers published by investigators referencing datasets from The Genetic 
Association Information Network (GAIN). We searched through papers included in 
The GAIN Data Access Committee (GAIN DAC) annual reports of investigators 
requesting access to GAIN genotyping data. 
 
Only publications written by study investigators acknowledging use of GAIN datasets 
were included in the Publications Using GAIN Genotyping Data bibliography. These 
publications were scanned for search terms relating to GAIN or dbGaP  (ie: GAIN, 
dbGaP, data accession number, etc).  

 
Publications Using GAIN Genotyping Data 

 
 

1. Bosker FJ, Hartman CA, Nolte IM, Prins BP, Terpstra P, Posthuma D, van Veen 
T, Willemsen G, Derijk RH, de Geus EJ, Hoogendijk WJ, Sullivan PF, Penninx 
BW, Boomsma DI, Snieder H, Nolen WA. Poor replication of candidate genes for 
major depressive disorder using genome-wide association data. Mol Psychiatry 
Available online only. 
 

2. Lasky-Su J, Won S, Mick E, Anney RJ, Franke B, Neale B, et al. On genome-
wide association studies for family-based designs: an integrative analysis 
approach combining ascertained family samples with unselected controls. Am J 
Hum Genet. 2010; 86: 573-80. 
 

3. O'Dushlaine C, Kenny E, Heron E, Donohoe G, Gill M, Morris D, et al. 
Molecular pathways involved in neuronal cell adhesion and membrane 
scaffolding contribute to schizophrenia and bipolar disorder susceptibility. Mol 
Psychiatry. 2010. Available online only. 

 
4. Shi J, Potash JB, Knowles JA, Weissman MM, Coryell W, Scheftner WA, 

Lawson WB, Depaulo JR, Jr., Gejman PV, Sanders AR, Johnson JK, Adams P, 
Chaudhury S, Jancic D, Evgrafov O, Zvinyatskovskiy A, Ertman N, Gladis M, 
Neimanas K, Goodell M, Hale N, Ney N, Verma R, Mirel D, Holmans P, 
Levinson DF. Genome-wide association study of recurrent early-onset major 
depressive disorder. Mol Psychiatry 2010. Available online only. 
 

5. McMahon FJ, Akula N, Schulze TG, Muglia P, Tozzi F, Detera-Wadleigh SD, et 
al. Meta-analysis of genome-wide association data identifies a risk locus for 
major mood disorders on 3p21.1. Nat Genet. 2010; 42: 128-31. 
 

6. Ruano D, Abecasis GR, Glaser B, Lips ES, Cornelisse LN, de Jong AP, et al. 
Functional gene group analysis reveals a role of synaptic heterotrimeric G 
proteins in cognitive ability. Am J Hum Genet. 2010; 86: 113-25. 
 

http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=20351714�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=20351714�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=20346434�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=20346434�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=20346434�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=20157312�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=20157312�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=20125088�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=20125088�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=20081856�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=20081856�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=20060087�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=20060087�


Last updated: May 25, 2010 
 

 
7. Shyn SI, Shi J, Kraft JB, Potash JB, Knowles JA, Weissman MM, Garriock HA, 

Yokoyama JS, McGrath PJ, Peters EJ, Scheftner WA, Coryell W, Lawson WB, 
Jancic D, Gejman PV, Sanders AR, Holmans P, Slager SL, Levinson DF, 
Hamilton SP. Novel loci for major depression identified by genome-wide 
association study of sequenced treatment alternatives to relieve depression and 
meta-analysis of three studies. Mol Psychiatry 2009. Available online only. 

 
8. Bochukova EG, Huang N, Keogh J, Henning E, Purmann C, Blaszczyk K, Saeed 

S, Hamilton-Shield J, Clayton-Smith J, O'Rahilly S, Hurles ME, Farooqi IS. 
Large, rare chromosomal deletions associated with severe early-onset obesity, 
Nature 2009; 463: 666-70.  

 
9.  Wallace C, Smyth DJ, Maisuria-Armer M, Walker NM, Todd JA, Clayton DG. 

The imprinted dlk1-meg3 gene region on chromosome 14q32.2 alters 
susceptibility to type 1 diabetes. Nat Genet 2009; 42:68-71.  

 
10. Tsaih SW, Pezzolesi MG, Yuan R, Warram JH, Krolewski AS, Korstanje R. 

Genetic analysis of albuminuria in aging mice and concordance with loci for 
human diabetic nephropathy found in a genome-wide association scan, Kidney Int 
2009; 77:201-10.  

 
11. Paterson AD, Waggott D, Boright AP, Hosseini SM, Shen E, Sylvestre MP, 

Wong I, Bharaj B, Cleary PA, Lachin JM, Below JE, Nicolae D, Cox NJ, Canty 
AJ, Sun L, Bull SB. A genome-wide association study identifies a novel major 
locus for glycemic control in type 1 diabetes, as measured by both hba1c and 
glucose, Diabetes 2009; 59: 332-4. 

 
12. McCarthy SE, Makarov V, Kirov G, Addington AM, McClellan J, Yoon S, 

Perkins DO, Dickel DE, Kusenda M, Krastoshevsky O, Krause V, Kumar RA, 
Grozeva D, Malhotra D, Walsh T, Zackai EH, Kaplan P, Ganesh J, Krantz ID, 
Spinner NB, Roccanova P, Bhandari A, Pavon K, Lakshmi B, Leotta A, Kendall 
J, Lee YH, Vacic V, Gary S, Iakoucheva LM, Crow TJ, Christian SL, Lieberman 
JA, Stroup TS, Lehtimaki T, Puura K, Haldeman-Englert C, Pearl J, Goodell M, 
Willour VL, Derosse P, Steele J, Kassem L, Wolff J, Chitkara N, McMahon FJ, 
Malhotra AK, Potash JB, Schulze TG, Nothen MM, Cichon S, Rietschel M, 
Leibenluft E, Kustanovich V, Lajonchere CM, Sutcliffe JS, Skuse D, Gill M, 
Gallagher L, Mendell NR, Craddock N, Owen MJ, O'Donovan MC, Shaikh TH, 
Susser E, Delisi LE, Sullivan PF, Deutsch CK, Rapoport J, Levy DL, King MC, 
Sebat J. Microduplications of 16p11.2 are associated with schizophrenia, Nat 
Genet 2009; 41:1223-1227. 

 
13. Paterson AD, Lopes-Virella MF, Waggott D, Boright AP, Hosseini SM, Carter 

RE, Shen E, Mirea L, Bharaj B, Sun L, Bull SB. Genome-wide association 
identifies the abo blood group as a major locus associated with serum levels of 
soluble e-selectin. Arterioscler Thromb Vasc Biol 2009; 29:1958-1967. 

http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=20038947�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=20038947�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=20038947�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=19966786�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=19966805�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=19966805�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=19924099�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=19924099�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=19875614�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=19875614�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=19875614�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=19855392�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=19729612�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=19729612�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=19729612�


Last updated: May 25, 2010 
 

 
14. Trevino LR, Yang W, French D, Hunger SP, Carroll WL, Devidas M, Willman C, 

Neale G, Downing J, Raimondi SC, Pui CH, Evans WE, Relling MV. Germline 
genomic variants associated with childhood acute lymphoblastic leukemia, Nat 
Genet 2009; 41: 1001-1005. 

 
15. Yoo YJ, Bull SB, Paterson AD, Waggott D, Sun L. Were genome-wide linkage 

studies a waste of time? Exploiting candidate regions within genome-wide 
association studies, Genet Epidemiol 2009; 34:107-118. 

 
16. Sun J, Jia P, Fanous AH, Webb BT, van den Oord EJ, Chen X, Bukszar J, 

Kendler KS, Zhao Z. A multi-dimensional evidence-based candidate gene 
prioritization approach for complex diseases-schizophrenia as a case, 
Bioinformatics 2009; 25: 2595-6602. 

 
17. Quaranta, M, Burden, AD, Griffiths, CE, Worthington, J, Barker, JN, Trembath, 

RC, Capon, F. Differential contribution of CDKAL1 variants to psoriasis, Crohn's 
disease and type II diabetes, Genes Immun 2009; 10: 654-8.  

 
18. Shi, J, Levinson, DF, Duan, J, Sanders, AR, Zheng, Y, Pe'er, I, Dudbridge, F, 

Holmans, PA, Whittemore, AS, Mowry, BJ, Olincy, A, Amin, F, Cloninger, CR, 
Silverman, JM, Buccola, NG, Byerley, WF, Black, DW, Crowe, RR, Oksenberg, 
JR, Mirel, DB, Kendler, KS, Freedman, R, Gejman, PV. Common variants on 
chromosome 6p22.1 are associated with schizophrenia, Nature 2009; 460: 753-
757.  

 
19. Estrada, K, Krawczak, M, Schreiber, S, van Duijn, K, Stolk, L, van Meurs, JB, 

Liu, F, Penninx, BW, Smit, JH, Vogelzangs, N, Hottenga, JJ, Willemsen, G, de 
Geus, EJ, Lorentzon, M, von Eller-Eberstein, H, Lips, P, Schoor, N, Pop, V, de 
Keijzer, J, Hofman, A, Aulchenko, YS, Oostra, BA, Ohlsson, C, Boomsma, DI, 
Uitterlinden, AG, van Duijn, CM, Rivadeneira, F, Kayser, M. A genome-wide 
association study of northwestern Europeans involves the C-type natriuretic 
peptide signaling pathway in the etiology of human height variation, Hum Mol 
Genet 2009; 18: 3516-3524. 

 
20. Hao, K, Chudin, E, McElwee, J, Schadt, EE. Accuracy of genome-wide 

imputation of untyped markers and impacts on statistical power for association 
studies, BMC Genet 2009; 10: 27. 

 
21. Barrett, JC, Clayton, DG, Concannon, P, Akolkar, B, Cooper, JD, Erlich, HA, 

Julier, C, Morahan, G, Nerup, J, Nierras, C, Plagnol, V, Pociot, F, Schuilenburg, 
H, Smyth, DJ, Stevens, H, Todd, JA, Walker, NM, Rich, SS. Genome-wide 
association study and meta-analysis find that over 40 loci affect risk of type 1 
diabetes, Nat Genet 2009. Available online only. 

 

http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=19684603�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=19684603�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=19626703�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=19626703�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=19626703�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=19602527�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=19602527�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=19587699�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=19587699�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=19571809�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=19571809�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=19570815�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=19570815�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=19570815�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=19531258�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=19531258�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=19531258�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=19430480�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=19430480�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=19430480�


Last updated: May 25, 2010 
 

22. Hallmayer, J, Faraco, J, Lin, L, Hesselson, S, Winkelmann, J, Kawashima, M, 
Mayer, G, Plazzi, G, Nevsimalova, S, Bourgin, P, Hong, SS, Honda, Y, Honda, 
M, Hogl, B, Longstreth, WT, Jr., Montplaisir, J, Kemlink, D, Einen, M, Chen, J, 
Musone, SL, Akana, M, Miyagawa, T, Duan, J, Desautels, A, Erhardt, C, Hesla, 
PE, Poli, F, Frauscher, B, Jeong, JH, Lee, SP, Ton, TG, Kvale, M, Kolesar, L, 
Dobrovolna, M, Nepom, GT, Salomon, D, Wichmann, HE, Rouleau, GA, Gieger, 
C, Levinson, DF, Gejman, PV, Meitinger, T, Young, T, Peppard, P, Tokunaga, K, 
Kwok, PY, Risch, N, Mignot, E. Narcolepsy is strongly associated with the T-cell 
receptor alpha locus, Nat Genet 2009; 41: 708-711. 

 
23. Vink JM, Smit AB, de Geus EJ, Sullivan P, Willemsen G, Hottenga JJ, Smit JH, 

Hoogendijk WJ, Zitman FG, Peltonen L, Kaprio J, Pedersen NL, Magnusson PK, 
Spector TD, Kyvik KO, Morley KI, Heath AC, Martin NG, Westendorp RG, 
Slagboom PE, Tiemeier H, Hofman A, Uitterlinden AG, Aulchenko YS, Amin N, 
van Duijn C, Penninx BW, Boomsma DI. Genome-wide association study of 
smoking initiation and current smoking, Am J Hum Genet 2009; 84:367-379. 

 
24. Schimmelmann, BG, Friedel, S, Nguyen, TT, Sauer, S, Ganz Vogel, CI, Konrad, 

K, Wilhelm, C, Sinzig, J, Renner, TJ, Romanos, M, Palmason, H, Dempfle, A, 
Walitza, S, Freitag, C, Meyer, J, Linder, M, Schafer, H, Warnke, A, Lesch, KP, 
Herpertz-Dahlman, B, Hinney, A, Hebebrand, J. Exploring the genetic link 
between RLS and ADHD, J Psychiatr Res 2009; 43: 941-945. 

 
25. Pardo, L, Bochdanovits, Z, de Geus, E, Hottenga, JJ, Sullivan, P, Posthuma, D, 

Penninx, BW, Boomsma, D, Heutink, P. Global similarity with local differences 
in linkage disequilibrium between the Dutch and HapMap-CEU populations, Eur 
J Hum Genet 2009; 17: 802-810.  

 
26. Aulchenko, YS, Ripatti, S, Lindqvist, I, Boomsma, D, Heid, IM, Pramstaller, PP, 

Penninx, BW, Janssens, AC, Wilson, JF, Spector, T, Martin, NG, Pedersen, NL, 
Kyvik, KO, Kaprio, J, Hofman, A, Freimer, NB, Jarvelin, MR, Gyllensten, U, 
Campbell, H, Rudan, I, Johansson, A, Marroni, F, Hayward, C, Vitart, V, 
Jonasson, I, Pattaro, C, Wright, A, Hastie, N, Pichler, I, Hicks, AA, Falchi, M, 
Willemsen, G, Hottenga, JJ, de Geus, EJ, Montgomery, GW, Whitfield, J, 
Magnusson, P, Saharinen, J, Perola, M, Silander, K, Isaacs, A, Sijbrands, EJ, 
Uitterlinden, AG, Witteman, JC, Oostra, BA, Elliott, P, Ruokonen, A, Sabatti, C, 
Gieger, C, Meitinger, T, Kronenberg, F, Doring, A, Wichmann, HE, Smit, JH, 
McCarthy, MI, van Duijn, CM, Peltonen, L. Loci influencing lipid levels and 
coronary heart disease risk in 16 European population cohorts, Nat Genet 2008; 
41: 47-55.  

 
27. Prokopenko, I, Langenberg, C, Florez, JC, Saxena, R, Soranzo, N, Thorleifsson, 

G, Loos, RJ, Manning, AK, Jackson, AU, Aulchenko, Y, Potter, SC, Erdos, MR, 
Sanna, S, Hottenga, JJ, Wheeler, E, Kaakinen, M, Lyssenko, V, Chen, WM, 
Ahmadi, K, Beckmann, JS, Bergman, RN, Bochud, M, Bonnycastle, LL, 
Buchanan, TA, Cao, A, Cervino, A, Coin, L, Collins, FS, Crisponi, L, de Geus, 

http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=19412176�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=19412176�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=19268276�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=19268276�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=19223043�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=19223043�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=19127282�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=19127282�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=19060911�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=19060911�


Last updated: May 25, 2010 
 

E.J., Dehghan, A, Deloukas, P, Doney, AS, Elliott, P, Freimer, N, Gateva, V, 
Herder, C, Hofman, A, Hughes, TE, Hunt, S, Illig, T, Inouye, M, Isomaa, B, 
Johnson, T, Kong, A, Krestyaninova, M, Kuusisto, J, Laakso, M, Lim, N, 
Lindblad, U, Lindgren, CM, McCann, OT, Mohlke, KL, Morris, AD, Naitza, S, 
Orru, M, Palmer, CN, Pouta, A, Randall, J, Rathmann, W, Saramies, J, Scheet, P, 
Scott, LJ, Scuteri, A, Sharp, S, Sijbrands, E, Smit, JH, Song, K, Steinthorsdottir, 
V, Stringham, HM, Tuomi, T, Tuomilehto, J, Uitterlinden, AG, Voight, BF, 
Waterworth, D, Wichmann, HE, Willemsen, G, Witteman, JC, Yuan, X, Zhao, 
JH, Zeggini, E, Schlessinger, D, Sandhu, M, Boomsma, DI, Uda, M, Spector, TD, 
Penninx, BW, Altshuler, D, Vollenweider, P, Jarvelin, MR, Lakatta, E, Waeber, 
G, Fox, CS, Peltonen, L, Groop, LC, Mooser, V, Cupples, LA, Thorsteinsdottir, 
U, Boehnke, M, Barroso, I, Van Duijn, C, Dupuis, J, Watanabe, RM, Stefansson, 
K, McCarthy, MI, Wareham, NJ, Meigs, JB, Abecasis, GR. Variants in MTNR1B 
influence fasting glucose levels, Nat Genet 2008; 41: 77-81. 

 
28. Jung, J, Sun, B, Kwon, D, Koller, DL, Foroud, TM. Allelic-based gene-gene 

interaction associated with quantitative traits, Genet Epidemiol 2009; 33: 332-
343. 

 
29. Gusev, A, Lowe, JK, Stoffel, M, Daly, MJ, Altshuler, D, Breslow, JL, Friedman, 

JM, Pe'er, I. Whole population, genome-wide mapping of hidden relatedness, 
Genome Res 2008; 19: 318-326. 

 
30. Payne, JL, MacKinnon, DF, Mondimore, FM, McInnis, MG, Schweizer, B, 

Zamoiski, RB, McMahon, FJ, Nurnberger, JI, Jr., Rice, JP, Scheftner, W, Coryell, 
W, Berrettini, WH, Kelsoe, JR, Byerley, W, Gershon, ES, DePaulo, JR, Jr., 
Potash, JB. Familial aggregation of postpartum mood symptoms in bipolar 
disorder pedigrees, Bipolar Disord 2008; 10: 38-44. 

 
31. Goes, FS, Zandi, PP, Miao, K, McMahon, FJ, Steele, J, Willour, VL, Mackinnon, 

DF, Mondimore, FM, Schweizer, B, Nurnberger, JI, Jr., Rice, JP, Scheftner, W, 
Coryell, W, Berrettini, WH, Kelsoe, JR, Byerley, W, Murphy, DL, Gershon, ES, 
Bipolar Disorder Phenome, G, Depaulo, JR, Jr., McInnis, MG, Potash, JB. Mood-
incongruent psychotic features in bipolar disorder: familial aggregation and 
suggestive linkage to 2p11-q14 and 13q21-33, Am J Psychiatry 2007; 164: 236-
247. 

 
 

 
 

http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=19060907�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=19060907�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=19058262�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=19058262�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=18971310�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=18199240�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=18199240�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=17267786�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=17267786�
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=17267786�

