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The Trinity Forum (Senior Fellow), 2008-2009 
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Research,” 1988 
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Chairman, Gordon Conference on Molecular Genetics, 1991 

Chairman, Neurofibromatosis Workshop, International Congress of Human Genetics, 1991 

Member, NIH Advisory Council to the National Center for Human Genome Research, 1991-1993 
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Member, Search Committee for Institute Director, NINDS/NIH, 1993-1994 

Co-Chair, Breakout Panel on “Basic Science,” The Secretary’s Conference on Breast Cancer, 1993 

Co-Chair, Breakout Panel on “Internationalization of Research,” Forum on Science and the National Interest, 1994 

Co-Chair, Working Group on “Hereditary Susceptibility,” National Action Plan for Breast Cancer, 1994-1999 

Member, Senior Biomedical Research Service Advisory Committee, NIH, 1995-1998 

Member, Cancer Genetics Working Group, National Cancer Institute, 1996-1999 
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Co-Chair, Steering Committee, National Coalition for Health Professional Education in Genetics, 1996-2002 

Member, Interagency Group on Genetic Testing, Dept. of Health and Human Services, 1997-2000 

Chair, NCBI Resources Committee, NIH, 1998-2002 

Member, Search Committee for Institute Director, NIDDK/NIH, 1998-1999 

Liaison Member, Secretary’s Advisory Committee on Genetic Testing, 1999-2002 

Member, Association of American Academy of Physicians Council, 2001-present 

Co-Chair, Search Committee for Institute Director, NIMH/NIH, 2001-2002 

Chair, Board of Directors, National Coalition for Health Professional Education in Genetics, 2002-2008 

Member, NIH Administrative Restructuring Advisory Committee, 2003 

Co-Chair, Search Committee for Institute Director, NHLBI/NIH, 2003-2004 

Member, NIH Steering Committee, 2003-2006 

Liaison Member, Secretary’s Advisory Committee on Genetics, Health and Society, 2003-2008 

Co-chair, NIH Intramural Research Working Group, 2003-2006 

Co-chair, NIH Roadmap Implementation Group: Building Blocks, Pathways, and Networks, 2003-2008 

Co-chair, NIH Roadmap Implementation Group: Molecular Libraries and Imaging, 2003-present 

NIH Liaison to Dept. of Energy, 2004-2007 

Member, Committee to Structure the Office of Planning and Strategic Initiatives (OPASI), 2005-2008 

Member, NIH Morale Committee, 2005-2008 

Chair, Genetic Association Information Network (GAIN) Steering Committee, 2006-2008 

Vice-Chair, NCBI/NIH Resource Committee, 2006- 2008 

Co-chair, Search Committee, NIDDK/NIH, 2006 

Member, Veterans Administration Genomics Committee, 2006-2008 

Co-chair, Senior Oversight Committee for the NIH Genome-Wide Association Study Data Sharing Policy, 2007-2008 

Member, Obama Transition Team for Dept. of Health and Human Services, 2008-2009 

Member, HHS American Recovery and Reinvestment Act Implementation Team, 2009-2010 

Member, HHS Healthy Weight Task Force, 2009-2010 

Co-chair, National Science and Technology Council Committee on Science (NSTC-CoS), 2009-present 

Liaison Member, Foundation for NIH, 2009-present 

Member, Reagan-Udall Foundation Board, 2009-present 

Member, Heads of International Research Organizations (HIROs), 2009-present 

 Chair, 2013-present 

Member, U.S. Global Health Initiative Strategic Council, 2010-2012 

 Chair, Research Committee 

Co-chair, Joint NIH-FDA Leadership Council, 2010-present 

Member, Board of Governors, Patient Centered Outcomes Research Institute, 2010-present 

Co-Chair, Target Validation Consortium Steering Committee, 2012 – 2013 

Co-chair, Accelerating Medicines Partnership, 2013-present 
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