
Using UCSC Genome Browser Sessions for ENCODE data analysis 
(Updated 18 September 2012, Mike Pazin) 

Saving a session: 
1 Go to http://encodeproject.org/ENCODE/ or the UCSC browser 
2 Select the human (or mouse) browser (or preview browser), as desired, from 
the buttons along the left hand side of the window. 
3 Customize by turning on the desired tracks, and turning off tracks you don’t 
want to visualize. 
4 Mouse over the “My Data” button along the top, then click on the “Sessions” 
button: 

 
5 Type in the name you’d like to use for the session file, then click “submit”: 

 
The session will be saved as a text file to your downloads folder.  
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Opening a session: 
1 Go to http://encodeproject.org/ENCODE/ or the UCSC browser 
2 Select the human (or mouse) browser (or preview browser), as desired, from 
the buttons along the left hand side of the screen. 
3 Mouse over the “My Data” button along the top, then click on the “Sessions” 
button: 

 
4 Click on the “Choose File” button, navigate to the session file you want to 
open, then click on the “submit” button: 

 
5 The name of the session that is ready to load appears next to the browser 
link; click on the browser link to load the session: 
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6 The selected tracks will be displayed, at the saved genomic region: 
 

 
 
7 From here, you are free to move to another genomic coordinate, and save a 
new session, or change the displayed tracks, and save a new session. 
  



Sharing a session: 
One easy way to share a session is to create the session you want, save that as a text 
file, and e-mail the session file to a colleague that knows how to load the session. 
 

UCSC has a guide to using sessions: 
http://encodeproject.org/goldenPath/help/hgSessionHelp.html 
 
  

http://encodeproject.org/goldenPath/help/hgSessionHelp.html�


To display Roadmap Epigenomics data: 
1 Go to http://encodeproject.org/ENCODE/ or the UCSC browser 
2 Select the human browser (or preview browser), as desired, and customize 
as desired. 
3 Mouse over the “My Data” button along the top, then click on the “Track 
Hubs” button: 
 

 
 
4 Check the box for “Roadmap Epigenomics data”, then click the “Load Selected 
Hubs” button: 
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5 Select desired tracks from the list, and customize as desired: 
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