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Workshop Schedule   

Five speakers: 
 - Bing Ren (UCSD) 
 - Seth Strattan (Stanford Univ.) 
 - Feng Yue (Penn State) 
 - Jason Ernst (UCLA) 
 - Manolis Kellis (MIT) 



Outline 

1.  How to query the ENCODE elements: 
http://promoter.bx.psu.edu/ENCODE 

      - gene expression 
      - TF binding sites 
      - Histone modifications 
      - DNase I Hypersensitive Site 

2. Linkage between enhancers to target genes:  
     - correlation (tissue-specificity). 
     - chromatin interaction 

 Hi-C browser (http://3dgenome.org) 



http://promoter.bx.psu.edu/ENCODE 
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Outline 

1.  How to query the ENCODE elements: 
http://promoter.bx.psu.edu/ENCODE 

2. Linkage between enhancers to target genes by 
chromatin interactions:  
     - Hi-C browser (http://3dgenome.org) 





First impression 

Data source: ->  

Navigation: ->  

Dynamic  
color bar: ->  

Hi-C Heatmap ->  

Imbedded UCSC 
Genome browser->  



Navigation (zooming out 3x)  



Using your own UCSC Genome browser session 



Using your own UCSC Genome browser session 



Using your own Hi-C Data 
1.  Binary data – we  will provide a script

http://promoter.bx.psu.edu/hi-c/database_new.php 
2.  Data in a internet accessible place. 
3.  Make sure the genome assembly and bin size is correct. 
4.  Note: it’s slower during the internet traffic.    



Click on image to display the interacting regions 



Virtual 4C to reveal potential distal regulatory 
elements 

Jin et al, Nature 2014 



Gene centric view of virtual 4C 





Summary 

1.  We have built two websites to: 
      -  Query the ENCODE elements. 

      -  Query the published/unpublished Hi-C data. 
2. Comments or suggestions? 
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ENCODE User’s Meeting 
 

June 29 – July 1, 2015 
Bolger Center, Potomac, MD 

  
encode2015.org 



ENCODE Users Meeting 
Bolger Center, Potomac, MD, June 29 – July 1, 2015 

●  Goals: Teach users to navigate, analyze, use, and integrate ENCODE 
data 

 
●  Use ENCODE data:  

-  Interpret human variation and personal genomes 
-  Interpret cancer genomes 
-  Connect genes to their controlling regulatory elements 
-  Identify likely cell types and pathways underlying non-coding 

disease associations 
 
●  Scientific talks in the morning 
     -     Invited speakers and selected from submitted abstract 
 
●  Hands-on workshops in the afternoon 

-  Access data thru the portal 
-  Run uniform processing pipelines 
-  Learn how to use web-based & command-line analysis tools 


