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SYMPOSIUM GOALS AND OUTPUT

Symposium Goals:

1. Toidentify common, critical issuesthat have been encountered in applying
genomic technologies to population studies at NIH and creative approaches to
solving them;

2. To develop approaches for prioritizing and conducting population studies using
genomic technologies for use by individual 1Cs as desired; and

3. Toidentify new tools for genomics, categorization of phenotypes, and database
standardization required for genome-wide association and sequence-based studies.

Symposium Output: Series of recommendations to the various | Cs for issues to consider
in soliciting, funding, and implementing these studies, as well as recommendations for
new genomic tools needed and approaches for facilitating their use.



