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Open Session Presentations

Presentations:

Genomics & Society Working Group of NACHGR Annual Report
Steven Joffe

Genomic Medicine Working Group of NACHGR Annual Report
Teri Manolio




Open Session Presentations

Concept Clearances:

Supporting Talented Early Career Researchers in Genomics
Lisa Chadwick

Centers of Excellence in Genomic Science (CEGS) Program
Adam Felsenfeld

The Knockout Mouse Phenotyping Program
Colin Fletcher

Curriculum Development in Genomics, Genetics, or Genomic
Informatics for Medical Students
Heather Colley
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New NHGRI Brochure

= NHGRYUI’s history, organization, values, and major research areas
= PDF and ‘flipbook’ versions available at genome.gov/brochure

* Printed copies will be available on request
Document 1




Bold Predictions for Human ¢

A National Human Genome Research Institut

Bold Prediction #1

February 1, 2021; 3 p.m. - 4:30 p.m. ET
Generating and analyzing a complete human genome sequence
will be routine for any resaarch laboratory, becoming as
straightforward as camying out a DNA purification.

Evan Eichler, Ph.D., University of Washing
Karen Miga, Ph.D., Uni
Jodarator: Eric Grean, M.D., Ph.D.. NHG

Bold Prediction #2
March 8, 2021; 3 p.m. - 4:30 p.m. ET

The biological functionfs) of every human gene
will be known; for non-coding elements in the human genome,
such knowledge will be the rule rather than the exception

Nancy Cox, PhD., Vanderbilt University y
Neville Sanjana, Ph.D. Yor
Garolyn Hutter, Ph.D

e Center

Bold Prediction #3

April 12, 2021; 3 p.m. - 4:30 p.m. ET ‘

Tho ganeral features of the opigentic landseape and

transcriptional output will be routinely incorporated into

prediictive models of the impact of genotype on phenotype. A
Tom Gingeras, Ph.D.. Cold Sprit
Tuuli Lappalainen, Ph.D., New York
Moderator: Paul Liu, M.D., Ph.D.. \

Bold Predictions for Human Genomics by 2030

A National Human Genome Research Institute (NHGRI) Seminar Series

Bold Prediction #6

July 12, 2021; 3 p.m. - 4:30 p.m. ET

The regular use of genomic information will transitioned from
ique ta mainstream in all clinical settings, making genamic
as routin as complate blood counts (CBCs).

Jennifer Pose,

Katrina Ar
farvard Scho
Moderator: Teri Manolio, M.D., Ph.D., NHGI

Bold Prediction #7

September 16, 2021; 3 p.m. - 4:30 p.m. ET,

The clinical relovance of all encountered genomic vagsef€ will bo

readily precictable, rendering the diagnostic degseftion “variant of

uncertain significance (VUS)” obsolete, /

Heidi Rehm, Ph.D., Bioad Inst anvard Medical School and
A fts General &
Douglas Fowler, Phy arsity of Washingt

Moderator: Bega®omon, M.D., NHGR

rediction #8
ictober 4, 2021; 3 p.m. - 4:30 p.m. ET

A person's complete genorme sequence along with informative
be securely and readily accessible on their smartphone:

Bold Prediction #4
May 25, 2021; 3 p.m. - 4:30 p.m. ET
Research in human genomics will have moved beyond population
dascriptors based on historic social constructs such as face.
Charmaine Royal, Ph.D., Duke Unive
Genevieve Wojcik, Ph.D., Johns Ho
Moderztor: Vence Bonham, Jr,, J.D.

Bold Prediction #5
June 7, 2021; 3 p.m. - 4:30 p.m. ET
Studies involving analyses of genomme sequences and associated
phenotypic information for millions of human participants vill be
regularty featured at school science fairs.
Neil Lamb, Ph.D.. Hudsc
Chanda Jefferson, Albe
¥fiice of Mark De

tor: Lary Brody, Ph.D., NHGR

{
NS NHGRI

Inier, Califor th Gongressional District

See our bold predictions at: genome.g

Mich arsity and

hatz, Ph.D., Jonns Hookins Ur
t o

Gillian Hooker, Ph.D., ScM, LCGC, ¢
erator: Sarah Bates, M.S., NHGF

Sanetics

Bold Prediction #9
November 1, 2021; 3 p.m. - 4:30 p.m. ET
Incividuals from ancestrally diverse backgrounds will benefit
oquitably from acvances in human genomics,
jgbert Winn, M.D. g Commonwealth Uf ity
Alicy PhD., i€ eral
Harvard Med|c Broad Institute
Moderator: Chris Gunter, Ph.D™ 3

Bold Prediction #10
January 10, 2022; 3 p.m. - 4:30 p.m. ET
Gonormio discoveries wil lead o urative therapies involving
genomic modiications for dozens of genetic diseases.
Timathy Yu, M.D., PhD., B
Alexis Thompson, M.D., MPH,
h Northe 1 Uniy t

Dan Kastner, M.0., Ph.D., NHGH

Bold Prediction #4
May 25, 2021; 3 p.m. - 4:30 p.m. ET

Research in human genomics will have moved beyond population
descriptors based on historic social constructs such as race.

Charmaine Royal, Ph.D., Duke University
Genevieve Wojcik, Ph.D., Johns Hopkins University
Moderator: Vence Bonham, Jr., J.D., NHGRI

See our bold ictions at:

The Forefront
of Genomics’

(
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NHGRI Strategic Plan for Congress

Guiding
Principles
and
Values

Robust

Foundation
7_for Genomics

Compelling
Genomics
Research
Projects

Perspective

Strategic vision forimproving humanhealth
atThe Forefront of Genomics

hitps://dolorg 202 s Guntr’ Lose G Besecr” Valentin O Fancesco Cora L Easter.
P Eico . Pl Adam L asonfod, Dove ) Kt o A-tandor
Receed:30A0S2020 i, pavan AdomM.PHlUppy: Anatasla L Wis, ol GupiaDeva: By . Kis,
Allson Mandich, Chistopher R. Wellington’ Kis A. Wetterstrand’,Sarah A.Bates',
DLl susan Vscuer Wil . G’ Bt Grna, Dl Kasiner: Pt s
aura Lyman Rodriguez’, Benjamin D. Solomon’, Vence L. Bonham L
Checkfor updates. Carolyn M. Hutter' & T A. Manol

Startingwith the launch of the Human Genome Project three decades ago, and
continuingafter its completionin 2003, genomics has progressively come to have a
centraland catalytic rolein basicand translationalresearch. Inaddition, s

increasingly demonstrate how genomicinformation can be effectively usedncli
care. Inth cal
hts, and clinical applications (among others) will ead to more widespread
integration of genomics intoalmostall areas of biomedical rescarch, the adoption
genom mainstream medical and public-health practices, and anincreasing
relevance of genomics for everyday life. On behalf of the research community, the
National Human Genome Research Institute recently completed amlti-year pro
of strategic engagement to identify future research priorities and opportunities in
human genomics, withan emphasis on healch applications. Here we describe th
highest-prioriy elements envisioned for the cutting-edge of human genomics going
forward-thatis,at The Forefront of Genomics.

ploneering group of Internat ofblomedica
mnmwwmu»mnmmmm
the Human Genome Project began; eventoday,suchadvancesareyeld-
e ~uu=ommmeavhmmp\e— ng: mehaw]AHmu\v[nuwmwmmlw\undwmlmm\myw(almh
alelstudies ofasetof - withmany more anticipated in the next decads
redelorgaamgthames caysedenormossprogéstingenomics - Embrading it eadbrshp rle ngenarmisthe Natonal Human
research. Leadinghesignature advances has beenagreater thanone  Genome Research Institute (NHGRI) h
foldreductioninthecost of DNAsequencing". Thisdecreasehas.for thefleldatkey nflection points, Inparti
allowedthegeneratonof nmersblegenome sequences g . Genome rolctin 2003° sndthenagain nlhebm.h\nhw.ulw last
humangenomesequences bothnrseatch _ decadelnZ0 Tese isonsoulndter .
and il secigs andthe ontinuous developmentof ssaysto _tesfor umangenomicsre
fentify and characterize functional genomic elements™" These new
ools, ogether withincreasingly sophisticated statisticaland compus
taionalmethads have enbledresearchers toceserichcataloguesof Medmorethansoevents suchas edicated
Variants™, ogalnanever deepeningunderstandingof  workshops,conference andwebinars)over the pas

thefunctionalcomplexitesof hehumanganome andtodetermine
hegenomicseso thousandsoffumandieses ™. Inurthgesc
br mic

escaeh s ehave beenconvertedinto powerfl ools
Inhealhare,inluding somatlcgenomeznalysifor cancer erab!
developmentof target

Jrssboukthesirctre tncton!
,mmaw.m;mngmm and fonal
sha e inreasngywoveninto hefah

omother partsofheni.

dinput
v oltingioputeatioghed
andsynthesized using the framework depicted n ig. 1
Unfethepast, this oundofstsegic panning vasgrestly
wwidely disseminated nature of genor
e Arepresentai impsentoch o phenomenonie

lustrated in P, . During th Homan Genome Projec, NHGRI

the primeryfunder of human genomic rescarchar the US atioal

Sutesof Hesth (NI, but the st wodecades have brought

dincrease nthe relative fractionof fundi

Natwre | VoI 585 | 29 October 2020 | 683

= NIH Institutes/Centers required to submit a plan every 5 years

= Companion document to go with 2020 NHGRI Strategic Vision

= Develop a framework for crafting next plan in 5 years




NHGRI Staff Volunteer in Support of
Unaccompanied Children’s Program
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New Secretary, Department of Health
and Human Services

Xavier Becerra, J.D.

Document 4




Departure of Director, National Center for
Advancing Translational Sciences

A St
Chris Austin, M.D. Joni Rutter, Ph.D.

Document 5




NIH UNITE Initiative

U — Understanding stakeholder experiences through listening and learning

N — New research on health disparities, minority health, and health equity

| — Improving the NIH culture and structure for equity, inclusion, and excellence

T — Transparency, communication, and accountability with our internal and
external stakeholders

E — Extramural research ecosystem: changing policy, culture, and structure to
promote workforce diversity




NIH COVID-19 Information Resources

= NOT-OD-21-106: Continuation of Temporary Extension of Eligibility for
the NIH K99/R00 Pathway to Independence Award During the COVID-
19 Pandemic

= RFA-OD-21-009: RADx-UP - Social, Ethical, and Behavioral Implications
Research on Disparities in COVID-19 Testing among Underserved and
Vulnerable Populations

Helping connect you with the NIH perspective, and helping connect us with yours.




Fiscal Year 2022 Appropriations

Fiscal Year
Fiscal Year 2022
2021 President’s
Enacted Budget
Outline

$ %
Increase | Increase

$108.6 B $133.7B $25.1 B
$41.7 B $51.0 B $9.0B*

$606.3 M TBD TBD

* ARPA-H would receive $6.5 billion of the $9 billion increase for NIH

Document 8




NIH Feline-in-Chief and Head NIH Zoom Bomber
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Mourning the Loss of Mark Boguski

A

e

BioITW

CONFERENCE & EXP 15




Elected to National Academy of Sciences

Katherine High

Kenneth Lange

David Liu NATIONAL

ACADEMY
OF SCIENCES

Olufunmilayo Olopade

Document 10



Elected to American Academy of Arts & Sciences

Charles Rotimi

AMERICAN ACADEMY
OF ARTS & SCIENCES

Sarah Tishkoff



2021 ACMG David L. Rimoin Lifetime Achievement
Award in Medical Genetics

ACMG Foundation for

Genetic and Genomic Medicine

Ada Hamosh, M.D., M.P.H, FACMG
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Genome Sequencing Program

Final GSP datasets in AhVIL

Joint GSP-TOPMed Workshop

= Data sharing

= Data analysis

Document 13




Comparative Genomics

Notice of Intent to Publish a Funding Opportunity
Announcement for Non-Human Primate Developmental
Genotype-Tissue Expression (NHP dGTEX) Project
(U24 Clinical Trials Not Allowed)

Notice Number:

NOT-HG-21-027

= Study gene-expression patterns in non-human primates and
compare to humans

= Expected due date: Summer 2021




cgtggaaggcegcaccyga
gccacggetggagages o

Technology Development Program

Funding Opportunities:

Notice of Special Interest: Advancing Genomic
Technology Development for Research and Clinical

Application
=NOT-HG-21-018

Transformative Nucleic Acid Sequencing
Technology Innovation and Early Development

* RFA-HG-21-007 (R01, also linked R21 and
R43/44)

= First due date: June 25, 2021




NHGRI Analysis, Visualization, and
Informatics Lab-space (AnVIL)

Genomic Data Science Community Network

= Partnerships from diverse spectrum of institutions

= Develop curricula for undergraduate students

Virtual Applied Data Science Training Institute

* Free eight-week training series

= AnVIL-led session on cloud computing

Document 16




NHGRI Genomic Data Science Working Group

P The Forefront

\ of Genomics’
A ¥ @ = #MLinGenomics

Machine Learning in Genomics: = * }
(T R 2

& Tools, Resources, Clinical Applications and Ethics g s " i =3 .

* Define key areas in genomics for machine learning analysis and
NHGRI’s role in machine learning research for both genomic
medicine and genomic sciences

= Nearly 1,800 participants

* Video recordings and presentations available on workshop webpage




Clinical Genome Resource (ClinGen)

ClinGen

Clinical Genome Resource

nature

Complex Disease Working
Perspective | Published: 10 March 2021

Improving reporting standards for polygenic scores in Group publishes repor_'tlng
risk prediction studies standards for polygenic

scores

Hannah Wand, Samuel A. Lambert,[CeceIia Tamburro] Michael A. lacocca, Jack W.

O’Sullivan,[Catherine Sillari]lftikhar J. Kullo, Robb Rowley, Jacqueline S. Dron, Deanna

Brockman, Eric Venner, Mark |. McCarthy, Antonis C. Antoniou, Douglas F. Easton, Incl udes g u idance for:
Robert A. Hegele, Amit V. Khera, Nilanjan Chatterjee, Charles Kooperberg, Karen S
= Score development

Ramos, Megan C. Roberts, Kelly E. Ormond, Muin J. Khoury, A. Cecile J. W. Janssens, - Descrlblng StUdy pOPUIatlons
Katrina A. B. Goddard, Peter Kraft, Jaqueline A. L. MacArthur, Michael Inouye & = Score evaluation

Genevieve L. Wojcik -Show fewer authors n Clinical applications

Nature 591, 211-219(2021) | Cite this article

Edwards, Katherine Vlessis, Kim Kinnear, John N. Danesh, Helen Parkinson, Erin M.

6887 Accesses | 322 Altmetric | Metrics




Curating the Clinical Genome (CCG)
ClinGen and DECIPHER Host Annual Conference

Topics included:

= Polygenic risk scores across

populations
CURATING THE CLINICAL = Estimating penetrance
GENOME * Non-invasive prenatal testing
* Precision oncology
» Sharing data and associated
clinical phenotypes

12-14 May 2021

@ [ _re




'Y Clinical Sequencing Evidence-Generating
Research Program

Usual care minimal checklist

Client-centered

Respectful

Culturally informed

Empathetic

Obtains personal and family history information
Tailors education

Discusses testing recommendations/option
Provides guidance for follow-up
Value-based decision making

Identifies coping resources

Promotes psychological well-being

v
v
v
v
v
v
v
v
v
v
v

Complicated legacies: The human genome at 20

= Phillips et al.: affordability and value are key to precision medicine
implementation

= Biesecker et al.: definition of “usual care” in genetic counseling

= ACMG 2021: challenges and strategies for reporting findings in
young patients




Implementing Genomics in Practice (IGNITE)

GUARDD-US assesses knowledge of APOL1 variants
on blood pressure management

= Over 1,850 of 5,435 participants enrolled

ADOPT PGx investigates genotype-guided therapy on
acute pain, chronic pain, and depression =

ADOPT-PGx

= Over 50 of 4,500 participants enrolled Abepression and Opioid

Pragmatic Trial in Pharmacogenetics

Geneti.cs www.nature.com/gim
inMedicine

ARTICLE
Establishing the value of genomics in medicine: the IGNITE
Pragmatic Trials Network

Geoffrey S. Ginsburg (3'*, Larisa H. Cavallari?, Hrishikesh Chakraborty®, Rhonda M. Cooper-DeHoff?, Paul R. Dexter”, Michael T. Eadon®,
Bart S. Ferket®, Carol R. Horowitz®, Julie A. Johnson?, Joseph Kannry®, Natalie Kucher”, Ebony B. Madden’, Lori A. Orlando’,

Wanda Parker®, Josh Peterson®, Victoria M. Pratt®, Tejinder K. Rakhra-Burris', Michelle A. Ramos®, Todd C. Skaar®, Nina Sperber''°,
Kady-Ann Steen-Burrell?, Sara L. Van Driest'!, Deepak Voora', Kristin Wiisanen?, Almut G. Winterstein'2, Simona Volpi’, the IGNITE PTN*




Genomics in Healthcare: GA4GH in 2025

= Incorporated as not-for-profit “GA4GH, Inc.”
= U24 Community Resource (NHGRI, NCI, NHLBI, All of Us, ODSS)
= NIH Cloud Commons adopting GA4GH standards

Document 21



Genomic Medicine Meeting XIII

Developing a Clinical Genomic Informatics Research Agenda

To develop a research strategy for using genomic-based clinical
informatics tools and resources to improve the detection,
treatment, and reporting of genetic disorders in clinical settings

Key recommendations included:

mmmmmmmmmmmmm

* Incorporate an implementation component within the
overall clinical informatics research framework

= Advance research to better understand the interface
between human cognition and information technology

» Develop methods to identify and mitigate inherent and
pervasive biases




Training and Career Development
Enhancing the Diversity of the Genomics Workforce

T — New FOAs:
= = PAR-21-143
e F99/K00 — NHGRI Predoctoral to Postdoctoral
An NHGRI Action Agenda Transition Award to Promote Diversity
= PAR-21-214
K18 — Short-term Mentored Research Career
e Enhancement Award to Promote Diversity

FOAs Under Development:

* R01 - Grants for New Investigators to Promote
Diversity in Genomics Research

= R25 — Genome Research Experiences to Attract
Talented Undergraduates into the Genomics Field
to Promote Diversity (GREAT)
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P PEEES Undiagnosed Diseases Network (UDN)

Diseases Network

Solving Medical Mysteries Through Team Science

Article | Open Access | Published: 12 February 2021 February 25, 2021

Commonalities across computational workflows for Machine Learning of Patient Characteristics
uncovering explanatory variants in undiagnosed to Predict Admission Outcomes in the Undia-
cases

o - _ o : gnosed Diseases Network
Shilpa Nadimpalli Kobren, Dustin Baldridge, Matt Velinder, Joel B. Krier, Kimberly LeBlanc, Cecilia Esteves,

Barbara N. Pusey, Stephan Zichner, Elizabeth Blue, Hane Lee, Alden Huang, Lisa Bastarache, Anna Bican, Hadi Amiri, PhD'2; Isaac S. Kohane, MD, PhDY; for the Undiagnosed Diseases Network
Joy Cogan, Shruti Marwaha, Anna Alkelai, David R. Murdock, Pengfei Liu, Daniel J. Wegner, Alexander J. % Author Affiliations | Article Information
Paul, Undiagnosed Diseases Network, Shamil R. Sunyaev & Isaac S. Kohane & JAMA Netw Open. 2021;4(2):¢2036220. doi:10.1001/jamanetworkopen.2020.36220

Genetics in Medicine (2021) ‘ Cite this article

* Investigated commonalities across = Developed and evaluated machine
genome-sequencing processing workflows learning model to prioritize evaluation
of patients with undiagnosed
= Advances in structural variant detection, diseases by retrospective and
noncoding variant interpretation, and prospective validation
integration of additional biomedical data

promising for solving undiagnosed cases = Predictive model may reduce the
processing time for accepted

applications by two thirds




Human Biomolecular Atlas Program (HUBMAP)

HuUBMAP CCF -

ASCT+B REPORTER

kg i viewe eport
e INSTRUCTIONAL VIDEO

Debug Log

Community effort to relate anatomical structures and cell types to ontologies

Opportunities for trainees and early career investigators:
= Student Genome Internship Program for Undergraduates

= Jump Start Program for Junior Investigators




Bridge to Artificial Intelligence (Bridge2Al)

New NIH Common Fund Program

Notice of Intent to Publish a Funding Opportunity
Announcement for Research Opportunity Announcement for
the Data Generation Projects of the NIH Bridge to Artificial
Intelligence (Bridge2Al) Program (OT2)

Notice Number:

NOT-RM-21-022

Notice of Intent to Publish a Funding Opportunity
Announcement for NIH Bridge2Al Integration, Dissemination,
and Evaluation (BRIDGE) Center (U54 Clinical Trial Not
Allowed)

Notice Number:

NOT-RM-21-021
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NHGRI Guidance for Third-Party Involvement
in Extramural Research

m National Human Genome Fiegin yoii saarch here Q
Research Institute -

About Genomics. Research Funding Research at NHGRI Health Careers & Training News & Events About NHGRI

Home / AboutNHGRI / NHGRI Polices and Guidance / Third-Party Involvement in NHGRI-Supported Extramural Projects
—

Third-Party Involvement in NHGRI-
Supported Extramural Projects

Effective Date: July 1, 2021

The National Human Genome Research Institute's (NHGRI) extramural grantees and contract-recipients sometimes seek or
receive offers of support from companies or other third parties (e.g., nonprofits, other government agencies) for their studies,
sub-studies, and ancillary studies after the grant or contract has been awarded. This type of third-party support, or “third-
party involvement”, may be valuable in advancing NHGRI-supported research. In general, NHGRI is open to third-party
involvement in NHGRI-supported studies and contracts, so long as the primary purpose of the studies and contracts is not
compromised and National Institutes of Health (NIH) and NHGRI policies are followed.

In some instances, NHGRI reviews potential agreements between grantees and third parties in order to promote
transparency regarding third-party support, prevent potential conflicts of interest, and preserve scientific objectivity. This
guidance describes NHGRI's position on appropriate third-party involvement. It applies to post-award interactions with third
parties; pre-award interactions are reported and reviewed by NHGRI in the application process. This guidance describes to
which grantees this guidance is applicable and lays out NHGRI's process for reviewing potential agreements with third parties.

Who does this app|y to? This guidance applies to NHGRI-funded extramural investigators that are subject to the NIH Data
Sharing Pelicy or the NIH Genomic Data Sharing (GDS) Policy. excluding grantees or contractors
funded through the Small Business Innovation Research or Small Business Technology Transfer
program




NHGRI Data Sharing Expectations:
Sharing Quality Metadata and Phenotypic Data

NHGRI-funded and -supported
researchers are expected to:

= Share metadata and phenotypic data
associated with the study

= Use standardized data-collection protocols
and survey instruments for capturing data,
as appropriate

» Use standardized notation for metadata to
enable the harmonization of datasets for
secondary research analyses

Document 28




NHGRI Communications Video Wins Journalism Award

NHGRI science writer Prabarna Ganguly wins
DCSWA Newsbrief Award for “The Human Pangenome” video

I I.I |EE The D.C. Science

Writers Association

AN NO =) DCSWA

Credit: Massive Science/NHGRI
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Genomics and the Media

Dorothy Roberts
Professor of Law and
Sociology, Civil Rights,
University of Pennsylvania;
Author, Fatal Invention

Apoorva Mandavilli
Reporter (Science and Global
Health), The New York Times

s
(%
Gl L

May 20, 2021 November 4, 2021

John Inglis
Executive Director, Cold I

Elizabeth Wayne
Associate Professor of
Chemistry, Carnegie Melon
University; Co-host,
PhDivas Podcast

Spring Harbor Laboratory
Press; Co-founder,
biorXiv, medrXiv

July 28, 2021 X January 20, 2022

Amy Harmon
National Correspondant
(Science and Society),
The New York Times

Joe Palca
Science Correspondent,
NPR

March 2022

September 20, 2021

Magdelena Skipper
Editor in Chief, Nature;

Chief Editorial Advisor,

Nature Research

May 25, 2022

Conversations with
trailblazing science
communicators

Document 30




National DNA Day 2021

Do you know you have
10 billion different
antibodies in your body?

Cathrine Scheepers, Ph.D.
March 25, 2021

8:00 a.m. Eastern Daylight Time
12:00 p.m. Coordinated Universal Time
p.m. Central African Time

Genomic Characterization

and Surveillance of
Microbial Threats
in West Africa

Paul Oluniyi, Ph.D. Research Fellow
April 8, 2021
11:00 a.m. Eastern Daylight Time

3:00 p.m. Coordinated Universal Time
4:00 p.m. West African Time

BNA BAY 35

National
Il

Louise M. Slaughter National DNA Day Lecture

The Wildlife Detective:
A “DNA-driven” journey of koalas,
cockatoos and wildlife forensics

Rebecca Johnson, |

April 23, 2021 1:00 p.m. ET

Direct-to-Consumer Genetic Testing
Adoptee Panel NHGRI

Tuesday, May 4, 2021 | 6 p.m. - 7:30 p.m. ET

Kim Jacoby Morris Damon Davis Heewon Lee Tim Holtan




Inter-Society Coordinating Committee for
Practitioner Education in Genomics

10t “In-Person” Meeting

h

1V WeNE | /3 ’.- .
Wl"@'i"' LG F
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Genome Sequencing on Prime-Time TV

The NEW ENGLAND JOURNAL of MEDICINE

Somatic Mutations in UBAI and Severe
Adult-Onset Autoinflammatory Disease

D.B. Beck, M.A. Ferrada, K.A. Sikora, A.K. Ombrello, J.C. Collins, W. Pei, N. Balanda,
D.L. Ross, D. Ospina Cardona, Z. Wu, B. Patel, K. Manthiram, E.M. Groarke,

F. Gutierrez-Rodrigues, P. Hoffmann, S. Rosenzweig, S. Nakabo, L.W. Dillon,
C.S. Hourigan, W.L. Tsai, S. Gupta, C. Carmona-Rivera, AJ. Asmar, L. Xu, H. Oda,
W. Goodspeed, K.S. Barron, M. Nehrebecky, A. Jones, R.S. Laird, N. Deuitch,
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