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Genomic Community Resources U24 Program

Purpose:

The purpose of this program is to support key genomic resources to develop, maintain, and disseminate
high-value data, informatics, and biospecimen resources for genomics research. Supporting these
resources will facilitate innovative genomics research and the dissemination of its products. To maximize
these benefits, this program will seek to make these resources available to researchers and the public in
ways that are readily discoverable with accessible, reusable, and royalty-free content.

This concept is for a continuation of the long-running Genomic Community Resources Program with two
key changes. The first is the change from a PAR to an RFA, reflecting a shift to a more closely managed
program. The second is a focus on funding operations and maintenance (0&M) activities of the
supported resources.

Background:

NHGRI has long funded widely used genomic community resources that advance both basic and clinical
genomics research. In 2024, NHGRI supported over 40 such resources and they were acknowledged in
more than 60,000 publications?.

Genomic community resources include genomic datasets, knowledgebases, analytic platforms,
biospecimen collections, and standards development efforts. Rapid discoveries in genomics rely on the
availability of these high-quality resources developed and validated in collaboration with the research
community. These resources are developed to be findable, accessible, interoperable, and reusable (FAIR)
and to help other NHGRI funded resources to be more FAIR. These resources support all stages of basic
and clinical research from hypothesis generation through experimental design, data analysis and
reporting of findings. In so doing, these resources promote interdisciplinary collaboration and foster a
more holistic understanding of complex biomedical systems and diseases to advance personalized
medicine.

NHGRI’s sustained support for these critical community resources ensures their stability, reliability, and
openness. Ongoing support enables these resources to adapt to evolving scientific needs, integrate new
data types, and collaboratively advance genomics research. By investing in the operations and
maintenance of the widely used genomic resources, NHGRI maximizes the return on public investment in
genomics research, accelerates scientific discovery, improves the reproducibility of scientific research,
and ensures that the benefits of genomics are broadly shared across the research community and
beyond.

! Generated using MBDBMetrics (https://pubmed.ncbi.nlm.nih.gov/38130879/).




Proposed Scope and Objectives:
Awards under this program will support the operations and maintenance of widely used genomic

community resources that support both basic and clinical genomics research. Such resources include,
but are not limited to:

e Genomic community driven standards to support resource findability, accessibility,
interoperability and reusability

e Platforms for data analysis

e Knowledgebases including systematic capture of relationships between entities for
genomics research

e Biospecimen repositories

e Production and broad dissemination of genomic datasets

This program will focus on supporting resources of proven utility, defined as those resources with
evidence of broad and sustained usage, of dedicated community engagement, and of providing unique
value to the genomic research community. Previous funding under this program is not required for
showing proven utility. However, proposals for new and unproven resources will not be considered
appropriate for this program.

In this context, O&M activities are defined as the activities needed to keep resources running smoothly
and meeting the needs of the research community in a reliable and cost-effective manner. In addition to
daily operational tasks, this could also include deploying updated tools, pipelines, or procedures that
reduce costs, increase scalability, improve security, ensure reliability, support new datatypes, or make a
resource more FAIR. When making these enhancements, resources should focus on adopting and
improving existing tools. Activities focused on the development of new tools are not within scope of this
concept.

In the context of this program, innovation comes from providing a robust foundation for genomics that
enables or accelerates innovative scientific research in the broader community. This can be shown by
describing how resources support new types of scientific inquiry, facilitate the generation of novel
hypotheses, or empower users to pursue otherwise intractable research questions. Projects should focus
on applying the best technologies and approaches to enable transformative discoveries even if those
approaches are not intrinsically innovative.

Relationship to ongoing activities:

NHGRI is also participating in two NIH-wide PARs that specifically support only data resources. These
PARs were released in 2023 under the guidance of the NIH Strategic Plan for Data Science and will
continue to guide applicants to the most appropriate NOFO:

e Enhancement and Management of Established Biomedical Data Repositories and
Knowledgebases (U24 Clinical Trial Not Allowed): PAR-23-237

e Early-stage Biomedical Data Repositories and Knowledgebases (R24 Clinical Trial Not
Allowed): PAR-23-236



New and unproven projects with the potential to mature into high-value genomic resources are not
appropriate under this program. Such projects are encouraged to apply through Parent funding
opportunities such as the Parent RO1, the Parent R21, and other NIH-wide opportunities for
computational tool development.

New or renewal/modified initiative:

This concept continues the Genomic Community Resources Program. While consistent with the overall
focus of prior NOFOs, this concept proposes changing from a PAR to an RFA and explicitly focusing on
O&M activities. Changing to an RFA will enable NHGRI actively manage its large investment in resources,
supporting more strategic funding decisions and clearer communication of available funds with the
research community. Separating innovation from O&M activities will help NHGRI focus on providing
stable support for O&M activities while exploring more dynamic opportunities to support innovation.
Taken together, these changes will enable NHGRI to be more strategic in its programmatic, administrative
and financial oversight of its resource grant portfolio.

Previous NOFOs:
e 2023-2026: PAR-23-124 (U24)
e 2020-2023: PAR-20-100 (U24), PAR-23-085 (U24, reissued due to NIH policy changes)
e Pre-2020: PAR-17-273 (U24), PAR-14-191 (U41), PAR-11-095 (U41), and via the P41 activity code

Mechanism of Support: U24 with one receipt date per year

Funds Anticipated:

NHGRI expects to commit up to $65M per year across its entire resource portfolio, of which this NOFO is
one component. This total includes both competing and non-competing awards. Projects supported
under this NOFO can have a maximum duration of five years and renewals are allowed. The NOFO is
anticipated to be active for three years with one receipt date per year.

Appendix 1: FY22-24 Awards under prior and related NOFOs (see following page)
This table shows NHGRI funding toward awards under the prior NOFOs listed above and the related NIH-
wide NOFOs. This table is shown for context and applicants for this program are not limited to the listed

resources.



FY22-24 Awards under prior and related NOFOs

Grant Pl Title 2022 2023 2024
HG000330 Bult, Carol Mouse Genome Database (MGD): A Core Knowledge Resource for Functional Characterization of the Human Genome $2,927,152 $2,439,294 $2,488,940
HG001315 Sherlock, Gavin Genomic Resource for the Yeast Saccharomyces $1,587,302 $1,322,752 $1,296,297
HG002223 Sternberg, Paul WormBase: a core data resource for C. elegans and other nematodes $1,763,499 $1,469,582 $1,440,191
HG002371 Haeussler, Maximilian The UCSC Genome Browser $3,783,662 $3,762,347 $3,123,192
HG002659 Westerfield, Monte ZFIN: The Zebrafish Model Organism Database $2,112,000 $1,760,000 $1,724,800
HG003345 Bruford, Elspeth The Nomenclature of Human and Vertebrate Genes $511,319 $501,093
HG004059 Irizarry, Rafael Bioconductor: An Open-Source, Open-Development Computing Resource for Genomics $1,324,035 $1,319,702 $1,095,152
HG006620 Nekrutenko, Anton Democratization of Data Analysis in Life Sciences Through Galaxy $1,865,350 $1,863,874 $1,495,733
HG006627 Hamosh, Ada Online Mendelian Inheritance in Man (OMIM) $1,935,000 $1,935,000 $1,896,300
HG006673 Gygi, Steven Systematic Exploration of the Human Interactome IV $845,805 $761,225 $745,998
HG006834 Rehm, Heidi Broad-Geisinger Clinical Genome Resource $4,286,570 $4,286,570 $4,200,839
HG007234 Martin, Fergal GENCODE: comprehensive reference genome annotation for human and mouse $2,921,672 $2,967,691 $2,428,384
HG007346 Brenner, Steven Center for Critical Assessment of Genome Interpretation $438,062 $429,303
HG007497 Lee, Charles Identifying and Characterizing the Full Spectrum of Haplotype-resolved Structural Variation in Human Genomes $2,695,990 $1,888,152
HG007822 Bateman, Alex UniProt: A Protein Sequence and Function Resource for Biomedical Science $2,960,675 $2,944,121 $2,422,780
HG008736 Scheinfeldt, Laura NHGRI Sample Repository for Human Genetic Research $942,886 $923,080 $884,735
HG009293 Cherry, J. RegulomeDB: A Resource for the Human Regulome $660,473 $654,153 $621,458
HG009649 Plon, Sharon Baylor College of Medicine/Stanford University Clinical Genome Resource (CLINGEN) $4,748,399 $4,800,978 $4,701,812
HG009650 Berg, Jonathan The Clinical Genome Resource — Advancing genomic medicine through biocuration and expert assessment of genes and variants at scale $4,679,938 $4,807,971 $4,836,893
HG009889 Graveley, Brenton A comprehensive binding and functional map of human RNA-binding proteins $1,400,000 $1,390,220 $1,345,922
HG010100 Mcmillan, Leonard Genomic Resources for the Collaborative Cross $340,526

HG010135 Caudle, Kelly Clinical Pharmacogenetics Implementation Consortium (CPIC) $980,928

HG010136 Hubley, Robert Dfam: sustainable growth, curation support, and improved quality for mobile element annotation $600,717 $540,645 $529,832
HG010615 Klein, Teri PharmGKB $1,000,000  $1,000,000 $980,000
HG010856 Khavari, Paul Atlas of Regulatory Variants in Diseases (ARVID) $662,526 $666,905 $652,539
HG010859 Sternberg, Paul Alliance Central: A platform for sustainable development of next generation genome knowledgebases $4,621,840 $4,616,972 $4,579,188
HG010860 Haendel, Melissa A phenomics-first resource for interpretation of variants $1,993,084 $1,888,440 $1,903,676
HG010862 Ritchie, Marylyn Pharmacogenomics Clinical Annotation Tool (PharmCAT) $560,000

HG011025 Rehm, Heidi The Global Alliance for Genomics and Health: Setting the Standards for Genomics and Health-Related Data Sharing $338,468 $338,468 $331,698
HG011449 Robinson, Peter The Human Phenotype Ontology: Accelerating Computational Integration of Clinical Data for Genomics $738,592 $738,592 $723,820
HG011450 Rehm, Heidi The Genome Aggregation Database (gnomAD) $2,309,000 $2,444,000 $2,527,421
HG011451 Vidal, Marc Generating a full-length reference transcriptome for human protein-coding genes $757,593 $663,518 $647,290
HG011453 Flannick, Jason The Association to Function Knowledge Portal: a genomic data resource for translating GWAS associations to biological effects $684,283 $684,620 $671,316
HG011851 Deustachio, Peter Reactome and the Gene Ontology: Digital pathway convergence for core data resources $683,597 $681,341 $667,468
HG011853 Paten, Benedict Dockstore: The Community Platform for Reproducible Biomedical Workflows and Applications $1,067,656 $908,392 $890,225
HG012107 Ideker, Trey CYTOSCAPE: AN ECOSYSTEM FOR NETWORK GENOMICS $1,543,069 $1,441,919 $1,196,962
HG012184 Sobreira, Nara GeneMatcher, VariantMatcher and PhenoDB, implementation of new features and connections $638,883 $581,423 $579,162
HG012198 Stein, Lincoln Reactome: An Open Knowledgebase of Human Pathways. $1,529,838 $1,533,353 $1,272,864
HG012212 Thomas, Paul Gene Ontology Consortium and Knowledgebase $2,191,381 $1,917,767 $1,879,412
HG012343 Weng, Zhiping A Comprehensive Genomic Community Resource of Transcriptional Regulation $833,468 $809,378 $984,239
HG012542 Parkinson, Helen Strengthening community knowledge bases for genetic association studies and polygenic scores, the GWAS and PGS Catalogs $1,070,074 $1,020,000 $940,802
HG012556 Hamilton, Carol Establishing the PhenX Toolkit as a Biomedical Knowledgebase $1,150,000 $1,062,500 $976,000
HG012557 Schriml, Lynn The Human Disease Ontology: An integrated, mechanistic knowledge resource for biomedical research. $839,112 $742,944 $728,085
HG012750 Mulder, Nicola African Genomics Data Hub Biomedical Knowledgebase $640,582 $561,795
HG012922 Myers, Richard Expansion of the Human Transcription Factor Genome-wide Binding Map Resource $682,717
HG013077 Klein, Teri Clinical Implementation Resources for Pharmacogenomics (CIRP) $1,500,000 $1,469,999
HG013078 Weirauch, Matthew  CisBP and CisBP-RNA: web resources for protein-DNA and protein-RNA binding models $573,116
HG013300 Perrimon, Norbert FlyBase: A Drosophila Genomic and Genetic Database $2,605,650 $2,127,948
Total $74,130,074 $65,830,319 $68,645,548



